
skeletal system development
positive regulation of GTPase activity

negative regulation of activated T cell proliferation
cell proliferation in forebrain

RNA polymerase I transcriptional preinitiation complex assembly
negative regulation of transcription, DNA−templated

positive regulation of dendrite extension
retina development in camera−type eye

cell fate commitment
axon guidance

angiogenesis
DNA duplex unwinding

cytidine deamination
positive regulation of I−kappaB kinase/NF−kappaB signaling

neutrophil chemotaxis
chemokine−mediated signaling pathway

antigen processing and presentation of endogenous peptide
antigen via MHC class I via ER pathway, TAP−independent

antigen processing and presentation of endogenous peptide antigen via MHC class Ib
lipid transport across blood brain barrier

hexose transport
cell morphogenesis

positive regulation of natural killer cell mediated cytotoxicity
G−protein coupled purinergic nucleotide receptor signaling pathway
JAK−STAT cascade involved in growth hormone signaling pathway

cellular response to virus
cytokine−mediated signaling pathway

type I interferon signaling pathway
entrainment of circadian clock by photoperiod

collagen catabolic process
antigen processing and presentation

negative regulation of calcineurin−NFAT signaling cascade
phosphorylation

determination of adult lifespan
peptidyl−threonine phosphorylation

spliceosomal snRNP assembly
7−methylguanosine cap hypermethylation

spliceosomal complex assembly
neurological system process

protein glycosylation
face morphogenesis

sodium−independent organic anion transport
epithelial cell proliferation

O−glycan processing
bile acid and bile salt transport

bicellular tight junction assembly
mucosal immune response

regulation of presynapse assembly
central nervous system development

potassium ion import across plasma membrane
protein dephosphorylation

lactation
response to virus

defense response
positive regulation of cell proliferation

aromatic amino acid family metabolic process
positive regulation of skeletal muscle tissue growth

response to zinc ion
immune system process

positive regulation of gene expression
inner ear morphogenesis

embryonic hindlimb morphogenesis
peptidyl−serine phosphorylation

protein homooligomerization
regulation of cell growth

protein kinase B signaling
regulation of cell shape

fatty acid metabolic process
cell migration

fibroblast growth factor receptor signaling pathway
cellular response to interferon−gamma

positive regulation of inflammatory response
negative regulation of epithelial cell proliferation

regulation of angiogenesis
protein heterooligomerization

positive regulation of nitric oxide biosynthetic process

heterophilic cell−cell adhesion via plasma membrane cell
adhesion molecules

modulation of synaptic transmission
keratinization

organic anion transport
calcium ion homeostasis

positive regulation of ERK1 and ERK2 cascade
negative regulation of neuron apoptotic process

cellular response to tumor necrosis factor
cellular response to interleukin−1

neuroblast proliferation
cell−cell signaling

innate immune response
immune response

immunoglobulin production
T cell activation involved in immune response

response to exogenous dsRNA
natural killer cell activation involved in immune response

positive regulation of peptidyl−serine phosphorylation of STAT protein
extracellular matrix organization

positive regulation of T cell activation
positive regulation of immune response

negative regulation of transcription from RNA polymerase II promoter
RNA secondary structure unwinding

kidney development
cytoskeleton organization

intermediate filament organization
inflammatory response

endocytosis
somatic stem cell population maintenance

positive regulation of protein phosphorylation
potassium ion transport

antigen processing and presentation of exogenous peptide
antigen via MHC class II
protein phosphorylation

signal transduction
cell surface receptor signaling pathway

antigen processing and presentation of peptide or
polysaccharide antigen via MHC class II

adaptive immune response
intracellular signal transduction

stimulatory C−type lectin receptor signaling pathway
peptide antigen assembly with MHC class II protein complex

potassium ion transmembrane transport
positive regulation of transcription from RNA polymerase II promoter

positive regulation of transcription, DNA−templated
regulation of transcription, DNA−templated

regulation of transcription from RNA polymerase II promoter
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Cholinergic synapse
Motor proteins

Gastric acid secretion
TGF−beta signaling pathway

Human T−cell leukemia virus 1 infection
Vascular smooth muscle contraction

Hypertrophic cardiomyopathy
Chemokine signaling pathway

Cytokine−cytokine receptor interaction

Viral protein interaction with cytokine and cytokine
receptor

Toxoplasmosis
Endocytosis

Leishmaniasis
Measles

Natural killer cell mediated cytotoxicity
Oxytocin signaling pathway

Glycosphingolipid biosynthesis − lacto and neolacto series
Other types of O−glycan biosynthesis

ErbB signaling pathway
Central carbon metabolism in cancer

Regulation of actin cytoskeleton
Insulin resistance

Non−alcoholic fatty liver disease
Histidine metabolism

Tight junction
beta−Alanine metabolism

Vibrio cholerae infection
Vitamin digestion and absorption

Nucleotide metabolism
Tyrosine metabolism

Pyrimidine metabolism
Wnt signaling pathway

Axon guidance
Hematopoietic cell lineage

Phagosome
Human immunodeficiency virus 1 infection

Kaposi sarcoma−associated herpesvirus infection
Chagas disease

Lysosome
Pathogenic Escherichia coli infection

ABC transporters
p53 signaling pathway

Influenza A
Nitrogen metabolism

Apoptosis
Cytosolic DNA−sensing pathway

Pancreatic secretion
Longevity regulating pathway

Calcium signaling pathway
Endocrine and other factor−regulated calcium reabsorption

Neurotrophin signaling pathway
Mineral absorption

Melanogenesis
Viral life cycle − HIV−1
Small cell lung cancer

Hippo signaling pathway
Cell adhesion molecules

Ras signaling pathway
Aldosterone synthesis and secretion

Lipid and atherosclerosis
RIG−I−like receptor signaling pathway
NOD−like receptor signaling pathway

ECM−receptor interaction
Asthma

Antigen processing and presentation
Rheumatoid arthritis

B cell receptor signaling pathway
Signaling pathways regulating pluripotency of stem cells

Cushing syndrome
Melanoma

Staphylococcus aureus infection
Parathyroid hormone synthesis, secretion and action

Insulin secretion
Adrenergic signaling in cardiomyocytes

MAPK signaling pathway
Autoimmune thyroid disease

JAK−STAT signaling pathway
Focal adhesion

Th1 and Th2 cell differentiation
Epstein−Barr virus infection

cAMP signaling pathway
Breast cancer

Gastric cancer
Osteoclast differentiation

Th17 cell differentiation
Proteoglycans in cancer
Type I diabetes mellitus

Human cytomegalovirus infection
Pathways in cancer

Graft−versus−host disease
Viral myocarditis

Herpes simplex virus 1 infection
Allograft rejection

PI3K−Akt signaling pathway
Human papillomavirus infection
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