S1 Table. Primers used in this study.
	Primer name
	Sequence (5’→3’)

	CdbS_E
	GAGGCGCTCCAGTACATCGC

	CdbS_F
	CCGCCAACATCCTGTCGCAG

	CdbS_G
	ACCTCCGTTTCGACAAGGTC

	CdbS_H
	GTCGTCCTGCGTCTCATAGG

	CdbA_E
	GAAGCCGGAGTCGCTC

	CdbA_F
	GCCAGCCGAAAGGCTC

	CdbA_G
	CAGTCGCTGTACTTCCCC

	CdbA_H
	CTCGTCGCCAGTCACA

	CsdK1_E
	CACCTTCACCGCGTCCACGC

	CsdK1_F
	GGGCTCCGCGCCGCAGAA

	CsdK1_G
	TTCCCCCGGTTCCTCCCAAT

	CsdK1_H
	ATGGAGGGCACCGTGTTGTG

	CsdK2_E
	TGTGAACCACGCCAGGCTGCC

	CsdK2_F
	GCAGTGCCCGTCCTCGCGCTT

	CsdK2_G
	AAGGGCTTCCCCAAGTGCGCC

	CsdK2_H
	TTGAGCTCGCGGTTGAGACCG

	4328 fw_NdeI
	ATGCATATGATGTTTGAGCGTCCTCACGA

	oMS002
	ATGTCTAGAATGTTTGAGCGTCCTCACGAGCGCGCGTCCCACCTC

	oMS004
	GTTAAGCTTTCAGTGCATCACCCGCTCGCGGTCG

	oMS013
	CTGCCCGCCGCGCTGCCCGCGCTGCCGTGCATCACCCGCTCGCGGTC

	oMS024
	GATAAGCTTGGTTCAGCCCGGAATCGTGCC

	oMS025
	GCGGGCAGCGCGGCGGGCAGCGGCGAGTTCGACTACAAGGACGACGACGACAAGTGACGTCCGCCCGGGGCCCGTGAGG

	oMS026
	CAGTGAATTCGAGCTCATCCCGGACATC

	oMS029
	GCGGGCAGCGCGGCGGGCAGCGGCGAGTTCATGAGCAAAGGAGAAGAACTT

	oMS041
	GAGGAATTCTCACTTGTCGTCGTCGTCCTTG

	oMS068
	CCTTCTAGAGAGGCGTGTCATCGTCACCCG

	oMS068
	CCTTCTAGAGAGGCGTGTCATCGTCACCCG

	oMS069
	GCCTGCATGCTCACTTGTACAGCTCGTCCA

	oMS070
	TACGAATTCGAGCTCGGTACCGGGGATCCTCTAGAGTCGACCTGCAGGCATGCAAGCTTGGCAC

	oMS071
	GTGCCAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCCCGGTACCGAGCTCGAATTCGTA

	oMS082
	GCCAAGCTTCGGACCGCGGTGGAATGGAG

	oMS083
	TCTTCTAGAGGATCCCTCCTCCCGAGGGTCCTGGC

	oMS084
	GAGGGATCCTCTAGAAGATCTGCTAGCGGCAGCGCGGCGGGCAGCGGCATGGTGAGCAAGGGCGAGGAG

	oMS085
	GTCCGTCGTAGCCATCCGTCGTTACTTGTACAGCTCGTCCATG

	oMS086
	CATGGACGAGCTGTACAAGTAACGACGGATGGCTACGACGGAC

	oMS087
	AGTGAATTCGAGACGGCTATGGCACGGCGC

	oMS092
	GCCAAGCTTATCGGTTATACGGACATCAAG

	oMS093
	CTTCACCTTGGCGATGTCGCGTTTCTGACCCGCCGC

	oMS094
	ATCGCCAAGGTGAAGGAGCTG

	oMS095
	AGTGAATTCGAAGAAGAGGACGCCGGCCTG

	oMS096
	CAACCCTGCGGACAGGTTCAG

	oMS097
	GGCGTCATCCGCCCGCGAATG

	oMS098
	GAAATCTGTCTCCGCGCAGGA

	oMS099
	CTCCGCGAACTTCTCCAGCAG

	oMS100
	GCCAAGCTTGAGCGCCTCCTCAAGGAAGTG

	oMS101
	GGAAGAGTTCTCGGACTTGTCGTTCGAGCCGGCCAC

	oMS102
	GTCCGAGAACTCTTCCGGGGGGAGTCAG

	oMS103
	CAGTGAATTCGCAGGACACTGAGCCCGGCGA

	oMS104
	GATGACTGCCCCATGGAGGAG

	oMS105
	AGCTCCAGGATGGAGATATCG

	oMS106
	CATTGACGCGGCGGTTCGCAG

	oMS107
	CTCGGTGTCGGTCGTGGCGGTG

	oMS116
	GCCAAGCTTATGATGCGCGACAGACGTCCG

	oMS117
	GACTTCGATGACGCGGGCGGAGTTGAACGGATTGCGAGTCTGCAT

	oMS118
	CGCGTCATCGAAGTCAAGGTC

	oMS119
	AGTGAATTCCCTGCGCACGTTCCTCATCAC

	oMS120
	GCACCAGCGTCTTGCCGTTGTC

	oMS121
	CAGCGGAATCATGCAGCAAGAG

	oMS122
	CGAGCTGACGCAGCCCATGTG

	oMS123
	GTCAGCGTCAGCACACCCTGC

	oMS131
	GACTCTAGAGATGTTTGAGCGTCCTCACGAG

	oMS132
	GCTCGGTACCTTGTGCATCACCCGCTCGCGGTC

	oMS133
	GACTCTAGAATTGACGGAATCGAATCAGGCG

	oMS134
	CTCGGTACCTTGGCTCTTCCGAACAACCCCTTG

	oMS135
	GACTCTAGAAGTGGTCTGCCCACCTGTCGAC

	oMS136
	ATTGAATTCTTCTTCCTGCCCAGCGCCTTCTT

	oMS141
	ATTGAATTCTTAGTTCTTCCTGCCCAGCGCCTTCTT

	oMS154
	GACTCTAGAGATGGAGAACGTCCACGAG

	oMS155
	CTCGGTACCAGCTCGCTCCGCGACCGGCTC

	oMS177
	GCCAAGCTTGACGAAGAGCTACACCCTG

	oMS180
	CAGTGAATTCCGCGAGTGAGAGGATGC

	oMS182
	GCCAAGCTTGTCAACGCGGACGAAGCC

	oMS183
	TGGGACGTCGTATGGGTACTTCCTGCCCAGCGCCT

	oMS184
	TACCCATACGACGTCCCAGACTACGCTTGATGGTCACATCCTCAATTCGAAAAG

	oMS185
	CAGTGAATTCCGCTGGAGCACCGACAAC

	oMS187
	GATAAGCTTGTGGTGCCCATCGCGTC

	oMS188
	CCGCGCTGCCCGCGCTGCCCTCGCTCCGCGACCGGCTC

	oMS189
	CAGCCCTCCGTGTTCGCG

	oMS190
	GTAGAATTCCCACCACCAGTCGGTGC

	oMS191
	GCATCGGCAAGACGTCC

	oMS192
	CGGTGAAGTGCGGCATG

	oMS193
	GAACACGGAGGGCTGTTATTTGTAGAGCTCATC

	oMS194
	CGGGCAGCGCGGCGGGCAGCGGCGAGTTCATGGTGAGCAAGGGCGAG

	oMS204
	GATCAAGGCAGGGCCACCACGGACAGG

	oMS205
	CCTGTCCGTGGTGGCCCTGCCTTGATC

	oMS206
	GTAGAATTCGGGCTCACGTCCTCGGCCA

	oMS207
	GTATCTAGAAGACTACAAGGACGACGACGACAAGCTGGACATCGATGAGCC

	oMS208
	GTAGAATTCCTATGGGCTCACGTCCTCGGCCAG

	oMS211
	CTGTTCGCATATGTCACTTGTACAGCTCGTCCA

	oMS212
	AAGTGACATATGCGAACAGAAAGTAATCGTATGCTCTGCGGGGTGAAGAC

	oMS228
	GAAAACGCGCACTGCGTG

	oMS231
	CCGCGCTGCCCGCGCTGCCGGCTCTTCCGAACAACCC

	oMS232
	CGCAGTGCGCGTTTTCACTTGTACAGCTCGTCCATG

	cdbS qPCR fwd
	CCGTTTCGACAAGGTCTTCA

	cdbS qPCR rev
	GGACCTCCACGAACATGC

	csdK1_ter 1 qPCR fwd
	TTCCACTATGAGATCGCGGC

	csdK1_ter 1 qPCR rev
	CTGATGGCCCAACTGGTTCT

	csdK2 qPCR fwd
	GGGGATCGAGGGGTCAAAAC

	csdK2 qPCR rev
	GCTTCAGCTTCA

	rpsS qPCR fwd
	GTTCGATCAAGAAGGGTCCGT

	rpsS qPCR rev
	GACGAACACCGGGATGAACT

	ori 1/dnaA fwd
	AACCTCATCTGGGAGCGAGA

	ori 1/dnaA rev
	TTGCCGAGGAACTGGATGTC

	ori 2/7483 fwd
	TGCCCACCATCAATCCATCC

	ori 2/7483 rev
	TGAGTTCCTGACGCTTGGTG
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