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Supplementary Figure 1. Validation of the risk signature in the validation set. (A) Risk score
distribution, patient survival time, and status. (B) The heat map illustrates the expression of
prognostic genes. (C) K-M survival curves for high- and low-risk groups. (D) ROC curves showing
the predictive efficiency of risk scores.



riskScore
N

riskScore
N

B0 81 B

B 168 2682384

B3 stagei B3 stageii B3 stageiii B3 stageiv

3
3
‘ [ ] [ ] I | ]
| T
o2 @
2 ¢ .
-] Q2
[£] Q .
7] 7} .
x X M
2 2
- =
1
1
0
0 1 2 3 stage i stage ii stage iii stage iv
N T stage
E 24— A-year N "'W-,.
BH1SE28384 B0 o _/I
- 30 * -
£ w
‘ 25 g °
g [
8 i
0 — ] g s
%20
=
1.5
- sk T T T
3 3 " 00 0z 04 o6 08 10
T M — Nomogram-prediced OS5 (%) 1w

Supplementary Figure 2. Correlation analysis of risk score and clinical features. The discrepancies
of risk score among different subtypes of N stage (A), T stage (B), TNM stage (C), T stage (D), and
M stage (E). *p<0.05; **p<0.01. (F) The calibration curve of the nomogram.
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