KDM4B Regulates Shared and Tissue-specific Pathways in Three Different Cancers Dependent or Independent of HIF signaling
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Supplemental Figure Legends
Figure S1. GO biological process analysis. GO analysis of biological process using the 133+315 genes from Figure 1B overlapped in SKOV3ip.1 and RCC4 cells, excluding the 26 genes common in all three cell lines. 
Figure S2. Expression level of the KDM4B gene in different tumors and pathological stages. A, The expression statuses of the KDM4B gene in ESCA (Esophageal carcinoma), DLBC (Lymphoid Neoplasm Diffuse Large B-cell Lymphoma), COAD (Colon adenocarcinoma), CHOL (Cholangio carcinoma), BLCA (Bladder Urothelial Carcinoma), ACC (Adrenocortical carcinoma), THYM (Thymoma), SARC (Sarcoma), LAML (Acute Myeloid Leukemiav), KIRP (Kidney renal papillary cell carcinoma), KIRC (Kidney renal clear cell carcinoma), KICH (Kidney Chromophobe), HNSC (Head and Neck squamous cell carcinoma), GBM (Glioblastoma multiforme) in TCGA project were compared with the corresponding normal tissues of the GTEx databases. B, Expression levels of the KDM4B gene by different pathological stages of BLCA, CHOL, DLBC, ESCA; KIRC, KIRP, LIHC (Liver hepatocellular carcinoma), STAD (Stomach adenocarcinoma), HNSC, READ (Rectum adenocarcinoma), LUAD (Lung adenocarcinoma), TGCT (Testicular Germ Cell Tumors), UCS (Uterine Carcinosarcoma).
[bookmark: OLE_LINK8]Figure S3. Correlation between KDM4B expression and patient overall survival (OS). The correlation was analyzed within the pan-cancer RNA-seq project; cancer types shown here displayed no biological significance. 
Figure S4. correlation between KDM4B expression and patient relapse-free survival (RFS). The correlation between KDM4B expression and patient relapse-free survival (RFS) were analyzed with cases from TCGA database; cases shown here displayed no biological significance. 
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Table S1. Description of the 26 common genes regulated by KDM4B in SKOV3ip.1, HCT116 and RCC4 cell lines. 
	Gene Symbol
	Fold Change
	Gene Description
	Cellular Process
	Related Disease

	
	SKOV3ip.1
	HCT116
	RCC4
	
	
	

	CLDN12
	-2.24
	-1.52
	-1.7
	Claudin 12
	Tumorigenesis1, chemoresistance2, metastasis3
	Colorectal cancer1, breast cancer2, lung squamous cell crcinoma3, osteosarcoma4

	LUZP6
	-1.44
	-1.53
	-1.49
	Myotrophin; leucine zipper protein 6
	Myeloproliferative disease-associated antigen5
	　

	SEPT2
	-1.97
	-1.46
	-2.24
	Septin 2
	Cell proliferation6, carcinogenesis7, migration8
	Colorectal cancer9, breast cancer 8, prostate cancer10, hepatocellular carcinoma6, biliary tract cancer11, leukemia12, glioblastoma13

	MMD
	-4.4
	-1.63
	-5.49
	Monocyte to macrophage differentiation-associated
	Tumor growth14, metastasis/EMT15, mediate Ras signaling in the Golgi apparatus16, monocyte-to-macrophage differentiation and phatogenesis17
	Lung and breast cancer 15, non-small cell lung cancer14, rheumatoid arthritis17

	LOXL2
	-3.18
	-1.62
	-3.28
	Lysyl oxidase-like 2
	Metastasis/EMT18, tumor microenvironment19, radiosensitivity20
	Cervical carcinoma18, prostate cancer19, 20, breast cancer21, pancreatic cancer22, colorectal cancer23, Hepatocellular carcinoma24, osteosarcoma25, gastric cancer26, cervical cancer27, alveolar rhabdomyosarcoma28, head and neck squamous cell carcinoma29, intrahepatic cholangiocarcinoma30

	OSMR
	-1.61
	-1.52
	-1.73
	Oncostatin M receptor
	Angiogenesis and invasion31, radiosensitivity32, growth and metastasis33, cancer local immune response34, chemoresistance35
	Glioblastoma32, colorectal cancer36, bladder cancer37, gastric cancer33, pancreatic ductal adenocarcinoma38, squamous cell carcinoma39, medullary thyroid carcinoma40, non-small cell lung cancer35, breast cancer41, leukemia42, Ewing sarcoma43, osterosarcoma31, ovarian carcinoma 44

	PALLD
	-1.47
	-1.58
	-1.78
	Palladin, cytoskeletal associated protein
	Invasion/metastasis45, anti-migration46, phagocytosis47
	Pancreatic cancer45, breast cancer46, colorectal cancer48, renal cell carcinoma49

	ERO1L
	-3.38
	-1.43
	-2.85
	ERO1-like (S. cerevisiae)
	Disulphide bond formation in ER50, cancer progression51, metastasis52, cell cycle53, tumorigenesis54
	Gastric cancer 55, pancreatic cancer51, lung cancer52, 53, oral squamous cell carcinoma54, multiple myeloma56

	USP6NL
	-1.48
	-1.49
	-1.82
	USP6 N-terminal like
	cell proliferation57, cancer development58
	Colorectal cancer57, breast cancer58, Alzheimer's disease59

	ELAV1
	-1.6
	-1.45
	-1.63
	Embryonic lethal, abnormal vision, Drosophila-like 1 (Hu antigen R)
	Regulation of RNA stability60, apoptosis61, DNA damage response62
	Urinary tumors63, breast cancer 60

	BACE2
	-1.81
	-1.4
	-1.8
	Beta-site APP-cleaving enzyme 2
	Cleaves Amyloid-beta-precursor protein64
	Alzhermer's disease65, diabetes 66

	TWSG1
	-1.94
	-1.45
	-2.39
	Twisted gastrulation homolog 1 (Drosophila)
	Tumor suppressor67, cell motility and proliferation68
	Gastric cancer67, papillary thyroid cancer68

	ZAK
	-1.65
	-1.54
	-1.64
	Sterile alpha motif and leucine zipper containing kinase AZK
	Cardiac compensation69, cellular hypertrophy70, ECM remodeling71, TGF-β signaling72, tumor cell invasion73, radiosensitivity74, pro-apoptotic signaling p38/JNK75
	Lung and breast cancer72

	ZDHHC2
	-1.53
	-1.49
	-2.06
	Zinc finger, DHHC-type containing 2
	Metastasis76-78
	Hepatocellular carcinoma77, gastric adenocarcinoma78, nasopharyngeal carcinoma76, renal clear cell carcinoma79

	DENND5A 
	-1.62
	-1.4
	-2.6
	DENN/MADD domain containing 5A
	MDCK cystogenesis80, tumor suppressor81
	Colorectal cancer81

	DAZAP2
	-2.5
	-1.52
	-3.73
	DAZ associated protein 2
	TCF4 binding factor and coactivator82, Posterior neural patterning83, ectoderml differentiation84
	Multiple myeloma85

	STARD7
	2.04
	2.13
	1.52
	StAR Related Lipid Transfer Domain Containing 7
	Wnt/β-catenin signaling pathway86, cell migration, proliferation, and differentiation87
	Gestational trophoblast tumor88, choriocarcinoma87

	GEMIN5
	1.97
	1.71
	2.08
	Gem Nuclear Organelle Associated Protein 5
	Alternative mRNA splicing patterns and tumor cell motility89
	Breast cancer89

	CPA4
	1.75
	1.47
	2.15
	Carboxypeptidase A4
	Proliferation90, 91, stem cell characteristics91, EMT92
	Hepatocellular carcinoma91, colorectal cancer90, non-small-cell lung cancer93, Breast Cancer94, pancreatic cancer92

	FKBP14
	2.20
	1.57
	2.58
	FKBP Prolyl Isomerase 14
	Carcinogenesis95, proliferation, adhesion and invasion96 
	Osteosarcoma95, gastric cancer96, Ovarian Cancer97

	CARNMT1
	2.47
	1.49
	3.07
	Carnosine N-Methyltransferase 1
	
	

	MPZL3
	2.65
	1.51
	1.65
	Myelin Protein Zero Like 3
	Metabolism98, adhesive and immune functions99, Epidermal Differentiation100, hair cycle clock101
	Obesity98, immune-related hereditary hair loss99

	DYRK2
	2.10
	1.47
	2.03
	Dual Specificity Tyrosine Phosphorylation Regulated Kinase 2
	Apoptotic induction102, suppresses carcinogenesis103, suppresses cell proliferation104, controls EMT105, suppresses migration and invasion106
	liver cancer102, colorectal cancer103, Non-Hodgkin's Lymphoma104, breast cancer105, colorectal cancer106

	KCTD10
	1.81
	1.66
	1.77
	Potassium Channel Tetramerization Domain Containing 10
	K27-polyubiquitination of EIF3D107, Rac1 activation through RhoB degradation108
	Gastrointestinal stromal tumor109, hepatocellular carcinoma107, breast cancer108

	RNF6
	1.63
	1.49
	1.44
	Ring Finger Protein 6
	Cell growth110, 111, Activating the Wnt/β-Catenin Pathway via Ubiquitination of TLE3112
	Gastric cancer110, breast cancer111, colorectal cancer112

	HCCS
	2.08
	1.57
	1.95
	Holocytochrome C Synthase
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Table S2. Hypoxic regulation of the 16 common KDM4B targets in the three cell lines.
	Gene
	Protein name
	Oxygen condition
	Regulation
	Log2 ratio
	P value
	FDR
	Sample type 
	Evidence level
	Method

	MMD
	monocyte to macrophage differentiation associated
	hypoxia/24h vs normoxia
	↑
	1.049
	<0.001
	0.014
	HCT116 cells
	transcript
	high throughput sequencing

	OSMR
	oncostatin M receptor
	hypoxia/24h vs normoxia
	↑
	1.003
	<0.001
	0.01
	HCT116 cells
	transcript
	high throughput sequencing

	
	
	hypoxia/24h vs normoxia
	↑
	1.451
	<0.001
	0.001
	HCT116 cells
	transcript
	high throughput sequencing

	
	
	hypoxia/24h vs normoxia
	↑
	1.857
	<0.001
	0.007
	HCT116 cells
	transcript
	high throughput sequencing

	
	
	0%/48h vs normoxia
	↑
	2.357
	<0.001
	0.05
	HCCT116 cells
	transcript
	array

	PALLD
	palladin, cytoskeletal associated protein
	1%/48h vs normoxia
	↓
	-0.273
	N/A
	N/A
	786-O/VHL cells
	protein
	SILAC

	
	
	1%/24h vs normoxia
	↑
	0.172
	N/A
	N/A
	HCT116 cells
	protein
	SILAC

	USP6NL
	USP6 N-terminal like
	1%/24h vs normoxia
	↓
	-0.086
	N/A
	N/A
	HCT116 cells
	protein
	SILAC

	
	
	0%/48h vs normoxia
	↓
	-2.211
	<0.001
	0.004
	HCCT116 cell
	transcript
	array

	DAZAP2
	DAZ associated protein 2
	hypoxia vs normoxia
	↑
	1.02
	<0.001
	0.004
	HT29 cells
	transcript
	microarray analysis

	ERO1L
	ERO1-Like (S. Cerevisiae) 
	1%/24h vs normoxia*
	　
	N/A
	　
	　
	HCT116 cells*
	Protein*
	Immunoblot*

	
	
	1%/24h vs normoxia
	↑
	1.09
	N/A
	N/A
	HCT116 cells
	protein
	SILAC

	Gene
	Protein name
	Condition
	Regulaion
	Log2 ratio
	P value
	FDR
	Sample type 
	Evidence level
	Method

	SEPT2
	septin 2
	1%/24h vs normoxia
	↑
	0.179
	N/A
	N/A
	HCT116 cells
	protein
	SILAC

	
	
	hypoxia/24h vs normoxia
	↑
	1.378
	0.002
	0.043
	HCT116 cells
	transcript
	high throughput sequencing

	
	
	1%/24h vs normoxia
	↓
	-1.105
	N/A
	N/A
	HCT116 cells (secretome)
	protein
	SILAC

	
	
	hypoxia/24h vs normoxia
	↓
	-1.185
	0.001
	0.033
	HCT116 cells
	transcript
	high throughput sequencing

	
	
	1%/48h vs normoxia
	↑
	0.043
	N/A
	N/A
	786-O/VHL cells
	protein
	SILAC

	LOXL2
	lysyl oxidase like 2
	hypoxia/24h vs normoxia
	↑
	1.053
	<0.001
	0.009
	HCT116 cells
	transcript
	high throughput sequencing

	
	
	1%/24h vs normoxia
	↑
	1.104
	N/A
	N/A
	renal proximal tubule epithelial cells
	transcriptomics
	N/A

	
	
	hypoxia/24h vs normoxia
	↑
	1.262
	<0.001
	<0.001
	HCT116 cells
	transcript
	high throughput sequencing

	
	
	1%/24h vs normoxia
	↑
	1.411
	N/A
	N/A
	renal proximal tubule epithelial cells
	transcriptomics
	N/A

	Gene
	Protein name
	Condition
	Regulaion
	Log2 ratio
	P value
	FDR
	Sample type 
	Evidence level
	Method

	LOXL2
	lysyl oxidase like 2
	1%/24h vs normoxia
	↑
	1.428
	N/A
	N/A
	HCT116 cells (secretome)
	protein
	SILAC

	
	
	0%/48h vs normoxia
	↑
	1.531
	<0.001
	0.003
	HCCT116 cell
	transcript
	array

	
	
	1%/48h vs normoxia
	↑
	1.548
	<0.001
	<0.001
	ovarian cancer cell line A2780
	transcript
	high throughput sequencing

	
	
	1%/6d vs normoxia
	↑
	2.405
	<0.001
	<0.001
	ovarian cancer cell line A2780
	transcript
	high throughput sequencing

	
	
	1%/72h vs normoxia
	↑
	3.819
	<0.001
	<0.001
	SK-OV-3 ovarian cancer cells
	transcript
	array

	
	
	hypoxia/24h vs normoxia
	↑
	4.283
	<0.001
	<0.001
	HCT116 cells
	transcript
	high throughput sequencing

	ELAV1
	ELAV like RNA binding protein 1
	1%/24h vs normoxia
	↑
	0.011
	N/A
	N/A
	HCT116 cells
	protein
	SILAC

	
	
	1%/48h vs normoxia
	↓
	-0.029
	N/A
	N/A
	786-O/VHL cells
	protein
	SILAC

	
	
	1%/24h vs normoxia
	↓
	-0.467
	N/A
	N/A
	HCT116 cells (secretome)
	protein
	SILAC




	Gene
	Protein name
	Condition
	Regulaion
	Log2 ratio
	P value
	FDR
	Sample type 
	Evidence level
	Method

	ZAK
	mitogen-activated protein kinase kinase kinase 20
	1%/24h vs normoxia
	↑
	0.196
	N/A
	N/A
	HCT116 cells
	protein
	SILAC

	DENND5A
	DENN domain containing 5A
	hypoxia/24h vs normoxia
	↓
	-1.165
	<0.001
	0.001
	HCT116 cells
	transcript
	high throughput sequencing

	DAZAP2
	DAZ associated protein 2
	hypoxia vs normoxia
	↑
	1.02
	<0.001
	0.004
	HT29 cells
	transcript
	microarray analysis

	LUZP6
	Leucine Zipper Protein 6 
	1%/24h vs normoxia
	↑
	0.094
	N/A
	N/A
	HCT116 cells
	protein
	SILAC


*The asterisk mark shows the evidence from low-throughput experiment
This table shows the information from the database of iHypoxia (integrative database for Hypoxia associated proteins in mammals, http://ihypoxia.omicsbio.info/), which host the results of hypoxia regulatory proteins based on low-throughput and high-throughput identification.


image2.jpeg
KDM4B Expression

KDM4B Expression

log2(TPM+1)

log2(TPM+1)

[ov)

10g2(TPM+1)

5 8 3
= . -
g
E . H ;
g . o - &
o 2 -
= - - i ° T
2 = “ @
@ i a3 °
2 ]
5 . ) H- ;
3 E b
2 . g g !
- ¥ b ° d -
g ! 3 =] i
= = g =
(=1 — e i o — e ° - ~ 3
a2 <
S ummeres e (147, ram=537) (1275 nami=343) (TS mm) (11005 mam0=291)
% . . .
= o
o
Es s B : =
[ 3 w © -
g i T . i
5 . k
3 "
2
o
e "
g,
a "
@ 3 i L %
= i
a0 - - L
= i L ¥
oo o r
(num(T)=404; num(N)=28) (num(T)=77; num(N)=128) (num(T)=118; num(N)=338) (num(T)=262; num(N)=2)
3 ; L .
.
o T
E i "
S & =
3 . & =
E T
£ B -
S 11
i i - Bl
2 W
£ 1 ¢ i
[in) 5 Bk 1
o - - o &
@ .
- B
(=}
8. —— — o] — o
=256 501 ... — (TS mamt=44) =163 mm9-20m
F =271 p =0068 " F=0481 p=0623 F=024 p=0868 72 p=0184 | F=0964 p=0409
sagen sagem stage v St St Stage 1 sl Stage Sagem  Swen " SO MmN DN AN W
HNSC
BLCA CHoL DLBC ESCA
F=126 p=0286 | o F=0182  p=0909 F=0751  p=0523 F=124 p=0204
LIHC KICH KIRC KIRP STAD
- F=194 p=0.134 F=0.0402 p=0989 |, F=113 p=0344 F=0691 p=0558 2 F=0.199 p=082
LUAD READ LUSC TecT

ucs




image3.jpeg
Thymoma Testicular Germ Cell Tumor ‘Stomach adenocarcinoma Rectum adenocarcinoma
B . O ettt bt HR =078 (0.53 - 113) = 5(047-1.46)
- F o ey p=ots
E . me2siozr-2a H : "
£ 3 & 3 3e
3° |mr=33088-127) o) proas H 52 L
§3 | pmooer 5 e 5 5w
8 4 2 . &3
Expression o L FRE o
p Expression Expression S| Expression
2 high . low . ow . ow
3 Y 100 150 Sap=hm : SHtioh - - 3 L _ ,
Numberatisk  Time (monihs) 0 50 100 150 200 250 0 20 4o e 0 100 120 0 20 40 6 0 100 120
L84 1 N“ [} Numberatrisc  Time (months) Numberatrigk ~_ Time (months) Numberatrisk Time (months)
% o® B b3 L - A N S (-3 S S B
Kidney renal papillary cell carcinoma Lung adenocarcinoma Lung squamous cell carcinoma Pheochromocytoma and Paraganglioma
= '\;‘,‘ s HR =083 (06~ 1.13) =] HR=085 (065~ 1.12) = -
32 g S p=023 Y 2 e
H S ’g : H
@ Al © P \ 3o "
z “’\‘ﬂ ik a° S b z°
g H W, 4 ) g
g 33 Y ey &3 , 23
H b, e e+
N HR=056 (028 129) w L - i .
S Expression ,_g.10 S Bpresson S| Expression S |Expression  HR=289(0.34-2477)
— low — low — ow — v p=0a1
S high g high 21 high S high
0 0 o 1o 200 6 50 10 1o 200 250 3 E 100 150 0 50 100 150 200 250 300
Numberatrisk  Time (months) Numberatrisk  Time (morihs) T (o) Numberatrise  Time (months)
low 208 53 10 1 0 low 138 21 4 ) [ 0 o o . i w65 18 & 0 0 0 O
% 2 ; ] 8 s o# & 8 8 8 - = H 2 7 <R I A T B
Cervical squamous cell carcinoma Esophageal Adenocarcinoma Esophageal Squamous Cell Carcinoma Kidney renal clear cell carcinoma
. HR=07104212) - N" T HR =1.35 (0.97 - 1.87)
— i, }‘ HR = 0.56 (0.28 - 1.12) . i
2 4 go } =0.006 LR 2o k
— Bl 5
R b @ ty @ 3o
£° ey ® - H S
g o 4 L, X 3 g
&3 & o & &3
S | Expression Expression S Expression S | Expression
— low — low — low | — low
2 figh 2 igh ol mgn 2 figh
0 % 10 10 200 0 2 4 6 & 6 10 2 3 4 50 8 70 0 50 160 150
Numberatis  Time (months) Numberatrise  Time (months) Numberatrise  Tme (months) Numberatrise  Time (months)
w8 ¥ H 1 e &% 4 8 ? L3 T/ B B A} e 38 7 P ]
Bladder Carcinoma
Ll HR =0.74 (0.54 - 1.02)
p=0.085
g
B3
7
By T
g3 |
& ™ e
S 7 Expression
Tow
High
0 50 100 150
Numberatrisk ~_Time (monihs)
low 260 Pl o 2
o 3R 4 H 3




image4.jpeg
Percent survival

Percent survival

Percent survival

Percent survival

Rectum adenocarcinoma

Stomach adenocarcinoma

Testicular Germ Cell Tumor

Pheochromocytoma and Paraganglioma

3 ‘ L._.—. 3 Q 3] % 3
t i H H
g ] Lesar 23 ig
4 H g
< 5 5 e
2 ~ e c 2 s HR =3.36 (0.47 - 24.09)
o o o o Brog
S | Expression  HR=4.45 (0.76 - 25.87) S | Expression HR =179 (0.88 - 3.62) S | Expression  HR=1.96 (0.67 - 5:69) S | Expression
low  p=0073 v p=01 ow 21 low
o] — mgn g | — nigh 2| — mgn gl — nigh
0 20 40 60 s 100 120 0 2 40 60 8 10 120 0 s 10 1% 200 0 20 40 6 s 10 120
Numberatrige  Time (months) Numberatrisk  Time (months) Numberatrisc  Time (months) Numberatrisk  Time (months)
vz 18 g 2 1 1 0 lws 3 8 3 2 2 1 w2 4 2 2 2 v 71 % 2 o2 7 1
22 #0210 & 8 nghie 2 & 7 1T % ¢ whE & A 73 wh BO¥ R OF LG
Pancreatic ductal adenocarcinoma Lung squamous cell carcinoma Lung adenocarcinoma
- ‘H.,\ -t - HR =14 (0.84 - 2.34) 1%
- 5 HR=0.35 (0.1-1.17) - HR =08 (0.56 - 1.13) . p=02 - HR =130 (0.91 - 21)
3 B T p=0075 T3 p=021 F3 33
g £ £ £ p=012
© - % “ Ee Fo o ie
g 8 g | 1] | PN
< 5+ 5+ s L] e =
3 23 23 &3
S {expression 3 oz ST " S {Expression S Expression
— low e — low — low
o] — hgn e o] — ngn g1 — hgh
0 fo 20 30 4 50 6 70 ) £ o 150 3 %0 100 150 0 s 10 150 200 250
Number gt i, T (moThS) Numberatrisc  Time (months) Numberatrisc  Time (months) Numberatrisk  Time (months)
low S5 74 2 g low 83 10 4 1 low 191 s 13 3 w157 2§ 2 2 0
W % viE 2018 e 8 H ! W 188 ;] g ? i o® 0§ 3 3 8
Liver hepatocellular carcinoma Kidney renal papillary cell carcinoma Kidney renal clear cell carcinoma Head-neck squamous cell carcinoma
= 27 = .
= HR =064 (0.27 - 1.51)
- AR5 (68 o | M ey - 031
S $° g ge
B £ £ £ |
- p=047 2o I H e e
s £S B H S a N
o, g g g
< [ 5 < [HR=17079-385) Ss 5e
3 L e S i 3 3 y
o " o o HR =183 (0.64 - 5.24) o
S | Expression it S | Expression S | Expression 26 S | Expression
low low ow g low
g | ngn 2| — high 2| — ngh 3| — nigh
0 20 40 6 8 100 120 0 20 4 6 8 10 120 0 2 40 60 8 100 120 130 0 50 100 150
Numberatrisc  Time (months) Numberatrisk  Time (months) Numberatrise  Time (months) Numberatrisk  Time (months)
XN S B B [ A A ) e o# R R PP B ¥ 3 i
Esophageal Squamous Cell Carcinoma Bladder Carcinoma
@l ila 13
| g
< 5
3 23
o HR =1.93 (0.75 - 5.01) o HE =05 0282
S |Ewresson o7 S |Expression  p=0.18
— low — o
2 high 2 high
0 10 20 3 40 s 6 70 0 50 100 150
Number at risk. Time (months) Number at risk Time (months)

e 3 2 8 3 3 4 38

o % 2 9




image1.jpg
K4B SKOV3 RCC4 common

B Count

n

<

Log p value

™ N
1 1

3 Log p value

20+

Alquiasse Apoq JejnoisaAlniy

Apoq |efe) 03 uonezijeso| YN 9se1awo|d} Jo uone|nbal annisod
uoissaldxa auab jo uone|nbai aAlIsod

uonejlioydsoyd aulias-jApndad jo uoinye|nbal aanIsod

UOISIAIP |19

Buissasoud YNy

uoisaype ||a2-]|9D

uolje|suels} uidjoud 1o} uone|Aoeoulwe YN}

3 ulweyA o) asuodsay

uoissalbuoo aje|d aseydejaw 2130}




