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Supplementary Figure 1 Structural characteristics of ZNRF2 in different species. (A) Genomic location of human ZNRF2, (B) Conserved domains of ZNRF2 protein among different species.
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Supplementary Figure 2 Expression level of ZNRF2 in different tissues and blood cells in the normal physiological state. (A) the expression of the ZNRF2 gene in different tissues in the consensus dataset of HPA and GTEx dataset, (B) in different blood cells in the HPA dataset.
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Supplementary Figure 3 Expression level of the ZNRF2 gene in different tumors. The expression statuses of the ZNRF2 gene in ACC, SARC, SKCM, and UCS in TCGA (P>0.05) project were compared with the corresponding normal tissues of the GTEx databases.
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[bookmark: _Hlk113358967]Supplementary Figure 4 Expression level of the ZNRF2 gene in different TCGA tumors pathological stages. Including ACC, BLCA, BRCA, CESC, CHOL, COAD, DLBC, ESCA, HNSC, KICH, KIRC, KIRP, LIHC, LUAD, LUSC, OV, PAAD, READ, STAD, UCEC, UCS (P>0.05).
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Supplementary Figure 5 ZNRF2 expression level and tumor prognosis. We analyzed the relationship between ZNRF2 expression levels and survival curves (OS, DMFS, RFS, PFS, PPS, FP, and DSS) using the Kaplan-Meier plotter. (A) Ovarian cancer, (B) Lung cancer, (C) Gastric cancer, (D) Breast cancer, (E) Liver cancer.
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Supplementary Figure 6 The relationship between the expression level of ZNRF2 and (A) TMB and (B) MSI.
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Supplementary Figure 7. Relationship between ZNRF2 expression levels and tumor-infiltrating lymphocytes, immune-stimulators, MHC molecules, chemokines, and chemokine receptors. (A) Tumor-infiltrating lymphocytes, (B) Immune-stimulators, (C) MHC molecules, (D) Chemokines, and (E) Chemokine receptors.
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Supplementary Figure 8. All the uncropped data of Western Blotting.



Table S1. Analysis of CPTAC-identified phosphorylation sites of ZNRF2 via the PhosphoNET database.
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#The PMID (PubMed Unique Identifier) information of the publication was provided; NA, not available.
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