A TWF1 GRCh38/hg38
chrl2(ql2) Twinfilin-1 actin binding protein 1 [Homo sapiens] chrl2:43793723-43806375

IO EERE teotd. | ST et CETENED et st R 5O EERE 1023 R OGRR5S [ 12024, 31 EL

NM_001242397.2 [3,008 bp] === NP_001229326.1 [357 aa] = UnIProtKB/Swiss-Prot: Q12792

B H.Sapiens  -mss—Emmmm— NP_001229326.1 [357 aa] D.melanogaster pummmmm—mmm——NP_650338.1 [343 aa]
P.Troglodytes —mmmmm—mmmmm—XP_001165700.2 [391 aa] Agambiae  Jj——————XP 310246.2 [343 aa]
M.Mulatta == SE——— XP_002808023.1 [383 aa] Agambiae  ju———E————XP 3102455 [343 aa]
C.lupus - XP_003433603.1 [357 aa] C.elegans A NP_510669.1 [333 aa]
Blaurus  JEEEEES—EEEN— NP_001020491.1 [350 aa] Scerevisiae  Ju———m—_— NP_011594.3 [332 aa]
M.musculus JEEE————  NP_032997.3 [350 aa] Klactis mm—m—-  XP_452902.1 [315 aa]
R.norvegicus SIS NP_001008521.1 [350 aa] Egpeenl SE—-E—- NP_983052.2 [310 aa]

: - - = ;
G.gallus AEES—Es—  NP_001265024.1 [350 aa) wFambe NP_588449.1 [328 aa]

. M.Oryzae :
XTropicalis -EESSS—gs— NP_001011469.1 [350 aa) ry: A E——-XP_003711539.1 [336 aa]

) N.crassa A —— —
D.rerio = NP_001002304.1 [349 aa] XP_957984.2 [689 aa]

Conserved Domains

B PIPKc (cl02572): Phosphatidylinositol phosphate kinases (PIPK) catalyze.
B ADF_gelsolin (cl15697): Actin depolymerization factor/cofilin- and gelsolin-like domains.
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EXP_3 10246.2 Anopheles gambiae str. PEST

Q@ ' 310245.5 Anopheles gambiae str. PEST
@NP_650338.1 Drosophila melanogaster
NP _001229326.1 Homo sapiens
XP_003433603.1 Canis lupus familiaris
XP 001165700.2 Pan troglodytes
— o XP 002808023.1 Macaca mulatta
E:NP_032997.3 Mus musculus
R NP 001008521.1 Rattus norvegicus
> GNP 001020491.1 Bos taurus
— 7 ~———@NP 001265024.1 Gallus gallus
O NP 001011469.1 Xenopus tropicalis
——@NP _001002304.1 Danio rerio
—Q @NP 510669.1 Caenorhabditis elegans

@NP 588449.1 Schizosaccharomyces pombe

@NP_011594.3 Saccharomyces cerevisiae S288C

¢

@XP 452902.1 Kluyveromyces lactis

®NP 983052.2 Eremothecium gossypii ATCC 10895

I 0.2 I

@XP 003711539.1 Pyricularia oryzae 70-15
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Hazard Ratio Hazard Ratio

Study or Subgroup log[Hazard Ratio] SE Weight [V, Random, 95% ClI IV, Random, 95% CI
Gastric cancer

Gastric cancer-OS 0.12385164 0.04220234 6.4% 1.13[1.04, 1.23]

Gastric cancer-FP 0.161368 0.04990138 5.8% 1.18 [1.07, 1.30] -
Gastric cancer-PPS 0.15533604 0.05280432 5.6% 1.17 [1.05, 1.30] - -
Subtotal (95% CI) 17.9% 1.15[1.09, 1.22] N

Heterogeneity: Tau? = 0.00; Chi? = 0.40, df =2 (P = 0.82); I>= 0%
Test for overall effect: Z = 5.23 (P < 0.00001)

Lung cancer

Lung cancer-OS 0.14921911 0.02823936 7.5% 1.16 [1.10, 1.23] -

Lung cancer-FP 0.23552845 0.0441327 6.3% 1.27 [1.16, 1.38] -
Lung cancer-PPS 0.18184359 0.05979466  5.1% 1.20 [1.07, 1.35] - -
Subtotal (95% Cl) 18.9% 1.20 [1.13, 1.26] -

Heterogeneity: Tau? = 0.00; Chiz =2.73, df =2 (P = 0.26); I? = 27%
Test for overall effect: Z = 6.53 (P < 0.00001)

Ovarian cancer

Ovarian cancer-OS 0.06818586 0.03023077  7.3% 1.07 [1.01, 1.14] —
Ovarian cancer-PFS 0.0374265 0.02745762  7.5% 1.04 [0.98, 1.10] —
Ovarian cancer-PPS -0.07572071 0.03951581  6.6% 0.93 [0.86, 1.00] —]
Subtotal (95% CI) 21.5% 1.01 [0.94, 1.09] N

Heterogeneity: Tau? = 0.00; Chi? = 8.74,df =2 (P =0.01); ?=77%
Test for overall effect: Z=0.37 (P =0.71)

Breast cancer

Breast cancer-OS 0.05307844 0.04253858  6.4% 1.05[0.97, 1.15] T
Breast cancer-RFS 0.04532298 0.02183259  7.9% 1.05[1.00, 1.09] —
Breast cancer-DMFS -0.02687215 0.03867116  6.7% 0.97 [0.90, 1.05] —T

Breast cancer-PPS 0.11058971 0.05437821  5.5% 1.12[1.00, 1.24] —
Subtotal (95% Cl) 26.5% 1.04 [0.99, 1.09] <>

Heterogeneity: Tau? = 0.00; Chi? =4.83, df =3 (P = 0.18); I> = 38%
Test for overall effect: Z = 1.69 (P = 0.09)

Liver cancer

Liver cancer-OS 0.13987909 0.08247612  3.7% 1.15[0.98, 1.35]
Liver cancer-PFS 0.14612804 0.07231642  4.3% 1.16 [1.00, 1.33] EE—
Liver cancer-RFS -0.13076828 0.07361259  4.2% 0.88[0.76, 1.01] R —

Liver cancer-DSS 0.18184359 0.10151531  2.9% 1.20 [0.98, 1.46]

Subtotal (95% CI) 15.2% 1.08 [0.93, 1.26] ——

Heterogeneity: Tau? = 0.02; Chi?=10.48, df =3 (P =0.01); I?=71%
Test for overall effect: Z=1.04 (P = 0.30)

Total (95% CI) 100.0% 1.09 [1.05, 1.14] <>
Heterogeneity: Tau? = 0.01; Chi2 = 66.44, df = 16 (P < 0.00001); I2 = 76% 5 §35 ‘ ] 1‘ ] 1‘ 5
Test for overall effect: Z = 4.09 (P < 0.0001) : ; )
Test for subaroup differences: Chi2 =22.77.df =4 (P = 0.0001). 12 =82.4%

high expression low expression
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