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Figure S1. BBI networks for the existing diagnostic, therapeutic, and prognostic protein biomarkers in CBD2. (A) BBI network of protein biomarkers for CRC diagnosis. (B) BBI network of protein biomarkers for CRC treatment. (C) BBI network of protein biomarkers for CRC prognosis.
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Figure S2. Functional analysis results for biomarkers included in CBD2. Each section displays the top 10 most enriched Gene Ontology (GO) terms (Biological Process, Cellular Component, and Molecular Function) and the top 20 most enriched KEGG pathways. (A) Results for Diagnostic Biomarkers. (B) Results for Therapeutic Biomarkers. (C) Results for Prognostic Biomarkers.

Table S1. The meaning of the parameters used to extract protein-protein interactions from the STRING database.
Table S2. Gene-to-miRNA Interaction Table. This table illustrates the interactions between the provided list of genes and their associated miRNAs. Total interactions: 713 genes interacting with 72 distinct miRNAs.
Table S3. miRNA-to-Gene Interaction Table. This table illustrates the interactions between the provided list of miRNAs and their associated target genes. Total interactions: 26 miRNAs targeting 5887 distinct genes.
Table S4. Results of KEGG enrichment analysis on the miRNA-gene network. This table presents the results of the KEGG enrichment analysis performed on the constructed miRNA-gene network. Among the results, “Colorectal cancer” is ranked 6th.
Table S5. Results of DisGeNET enrichment analysis on the miRNA-gene network. This table presents the results of the DisGeNET enrichment analysis performed on the constructed miRNA-gene network. Among the results, “Colonic Neoplasms” is ranked 13th.
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