Table 8 Supp: The alpha diversity parameters of 16S rRNA sequencing data.
	Treatment Group
	Good’s Coverage
	Chao 1
	Shannon
	Simpson

	CTL
	0.9999
	78.50
(LCI: 78.040, HCI: 84.213)
	2.286
(LCI: 1.925, HCI: 2.646)
	0.201
(LCI: 0.198, HCI: 0.204)

	APM
	0.9999
	91.857 
(LCI: 91.092, HCI: 98.973)
	2.912 
(LCI: 2.592, HCI: 3.232)
	0.327 
(LCI: 0.322, HCI: 0.332)


LCI= Minimum Value, HCI= Maximum Value
CTL= Uninfected Control, APM= VpAHPND-infected

