'.\' frontiers

Supplementary Material

Supplementary Figure 1. The prognostic value of MTHFD?2 in pan-carcinoma in terms of overall
survival (OS). (A) Forest map of univariate cox analysis for MTHFD?2 in cancers in terms of OS. (B-
I) Kaplan-Meier survival curve for MTHFD?2 in various cancer types in terms of OS.
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Supplementary Figure 2. The prognostic value of MTHFD?2 in pan-cancers in terms of progression-
free survival (PFS). (A) Forest map of univariate cox analysis for MTHFD2 in pan-cancers in terms

of PFS. (B-I) Kaplan-Meier survival curve for MTHFD2 in various cancer types in terms of PFS.
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Supplementary Figure 3. The prognostic value of MTHFD2 in pan-cancers in terms of Disease-free
survival (DFS). (A) Forest map of univariate cox analysis for MTHFD2 in pan-cancers in terms of
DFS. (B-I) Kaplan-Meier survival curve for MTHFD?2 in various cancer types in terms of DFS.
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Supplementary Figure 4. The correlation between MTHFD2 expression and tumor mutation burden
(TMB), Microsatellite Instability (MSI), Molecular subtype. (A) The correlation between MTHFD2
and TMB based on Pearson’s coefficient. (B) The correlation between MTHFD2 and MSI status
based on Spearman coefficient. (C-D) Receiver operating characteristics (ROC) curve for MTHFD2
in molecular subtype prediction with corresponding area under curve (AUC) in E-MTAB-4321 and
IMvigor210 cohort, respectively. (*P<0.05, ** P <0.01, *** P <0.001)
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