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C.s. extract
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Additional File 5 Hippo Signaling pathway in HCT116 cells treated with CBDA,
CBD/CBDA (1:20), or C.s. extract. Gene expression changes within the Hippo signaling
pathway in HCT116 cells following treatment with 10 uM CBDA, CBD/CBDA (1:20), or C.s.
extract compared to control. Magenta indicates upregulated genes, while green indicates

downregulated genes.



