CANDI: A Web Server for Predicting Molecular Targets and Pathways of Cannabis-Based Therapeutics
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Fig.1 A case study on cannabis oil with only cannabis compounds. (A) The predicted targets for the cannabis oil formulation were ranked according to the predictive scores suggesting that CB1 and CB2 are top targets for the given formulation (B) Mapped pathways for the targets predicted elucidating the involvement of the targets in G alpha (i) signalling events regulation pathways.   
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Fig.2 A case study on cannabis oil with terpenes compounds only. (A) The predicted targets for the cannabis oil formulation were ranked according to the predictive scores for the top targets for the given formulation (B) Graphical representation of the mapped pathways for the targets predicted. 
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