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The X-ray structures of Fab6D12:ApoL1-NTD (PDB ID: 7LF7), Fab6D12:ApoL2-NTD (PDB ID: 7LF8), Fab3B6:ApoL1-NTD (PDB ID: 7LFA), Fab7D6:ApoL1-NTD (PDB ID:
7LFB) and Fab7D6:ApoL1-peptide (PDB ID: 7LFD), as well as the NMR structure of ApoL1-NTD (PDB ID: 7L6K) have been submitted to the Protein Data Bank.
Reagents are available upon request.

N/A to the crystal structures and NMR structure

No data were excluded

N/A to the crystal structures and NMR structure (only done once).

SPR experiments for determining Kd values were carried out at least three times on different experimental days using freshly made reagents
and newly made dilution series of analytes (Table 3 and Suppl. Table 1).

Molecular mass determinations by SEC-MALS were carried out three times on different experimental days to determine the average masses
of the proteins and protein complexes ± standard deviation (Suppl. Fig.1A).

The biolayer interferometry result shown in Suppl. Fig.1B was reliably reproduced by three experiments performed at different days with
newly made reagents each time.

Immunoprecipitation and immunofluorescence results depicted in Suppl. Fig. 6A and 6B were reliably reproduced by at least two experiments
performed at different days and with newly made reagents each time. Transient transfections at different experimental days were done with
the same maxi prep except for ApoL1 and ApoL2 where two or more maxi preps were used.

N/A

N/A




