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Figure S1: Correlations of ITGAV expression with immune checkpoint genes and major histocompatibility complex (MHC) genes in pan-cancer
A: Heatmap illustrating the correlation between ITGAV expression and immune checkpoint genes across various cancer types. Positive correlations are represented in red, and negative correlations are represented in blue. Significant correlations (*p < 0.05) are marked with asterisks.
B: Heatmap showing the correlation between ITGAV expression and major histocompatibility complex (MHC) genes across cancers. As in Panel A, positive correlations are shown in red, and negative correlations are shown in blue, with significant correlations (*p < 0.05) indicated by asterisks. These results highlight the widespread association of ITGAV with immune checkpoint and HLA genes, which play critical roles in the immune response to cancer.









Figure S2
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Figure S2: Correlation of ITGAV expression with cytokines and cytokine receptors across cancers
A: Heatmap showing the correlation between ITGAV expression and cytokines across various cancer types. Positive correlations are represented in red, and negative correlations are represented in blue. Significant correlations (*p < 0.05) are marked with asterisks.
B: Heatmap illustrating the correlation between ITGAV expression and cytokine receptor expression across cancers. In Panel A, red indicates positive correlations, blue indicates negative correlations, and significant correlations (*p < 0.05) are indicated by asterisks. These results highlight the relationship between ITGAV and immune signaling molecules, which may have important implications for immune response regulation in cancer.
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