[bookmark: _Hlk133758694][image: ]Figure S1. Relationship between BUB1 and BUB1B levels with prognosis in different cancers.
A. Relationship between BUB1 level and OS in different cancers; B. Relationship between BUB1 level and DFS in different cancers. C. Relationship between BUB1B level and OS in different cancers; D. Relationship between BUB1B level and DFS in different cancers.
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Figure S2. BUB1 or BUB1B mRNA level and prognosis of EC
A. BUB1 mRNA level and prognosis of EC; B. BUB1B mRNA level and prognosis of EC.
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Figure S3. Genetic variations of BUB1 and BUB1B genes in tumors.
A. BUB1 gene alteration in different tumors; B. The main types of BUB1 genetic variations; C. The main CNV types of BUB1 gene; D. BUB1B gene alteration in different tumors; E. The main types of BUB1B genetic variations; F. The main CNV types of BUB1B gene.

[image: ]Figure S4. BUB1 enrichment analysis
A. BUB1 binding protein and protein network diagram (STRING database); B. Pearson analysis of BUB1 and the five genes with the strongest correlation in various tumors (GEPIA2 database); C. GO/KEGG analysis based on BUB1 binding and interacting genes in various tumors (XiaoTao database).
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Figure S5. BUB1B enrichment analysis
[bookmark: _GoBack]A. BUB1B binding protein and protein network diagram (STRING database); B. Pearson analysis of BUB1B and the five genes with the strongest correlation in various tumors (GEPIA2 database); C. GO/KEGG analysis based on BUB1B binding and interacting genes in various tumors (XiaoTao database).
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