B BLCA C LUSC D CESC E COAD

wilko tests p=4 de~09 wilcox tests p=3 6e-16 wilcox tests p=2 Te-07 wiloo fests p=3 3e-147

£ E e i e f, e 3§ Tipe
H LB wsc & s & COAD
= g 8 o2 (=306) 8 (r=620)
3 S Nomal 3 Nomal 5 Normal
2 (=) 2 o H z B
5% 4 (n62T) £ (ne22) 2 B (n=T89)
< ] gs -]
< < i ] <
Normul e | B
=) ‘Normal CBSC Normal COAD Nomal
(n=627) (=306) ©=22) (n=620) (nT789)
wilcox tests p=4 7e-07 wilcox tests p=1 Je-44 wilco tests p=3 le-11 wilcox tests p=Se-15
§ .
g’ £ gt £
i o Ty i LU B e
£ BeA & oM & KIRC E KIRP
i =82) ¥ Hoielsy 2 wFS]Ej {12%0)
H i Nomdl S i Nomd S -1 = Normal
145 24T 1 s -1
2 1) 2 2047 % (o=161) % (n=121)
<, <, ) ; <
H ] &
. i el i
i ¥ 4
ESCA Normal GBM Normal KIRC Normal KIRP Normal
(=82} (n=1456) =153y (r=2647) (n=532) (n=161) (n=290) {n=121)
wilcox tests p=4 8e=33 wilcox tests p=4 6e-11 wilcox ests p=1 Je=23 wilco ests p=0. 266
. w o o . o
[ s .
g’ g1 g’
Tipe i Tipe H Tipe i Tipe
LHC 25 LAD & UCEC &5 $.2 READ
(=37 (r=516) 37 (n=545) ¥ (=163)
~ Namal 5 ~ Narmal 5 2 Namal 5 Normal
(0e276) % 5 (037) 2 =ImE, (0789)
< 2 <
‘ " 4 . L
. Ty
3 s 3 . .
fic ‘Norml LWAD ‘Narmul Normal READ ‘Normul
(=371) (n=276) (i=516) (0637} =171 (=165) (n=T89)
wilcox tests p=1.6e-39 wilcox tests p=2, le=57 wilcox tests p=0.74
g
H Tipe
£ PRAD
2 (=)
H - Narmal
¥, (0=297)
)

. £ 1 . i .
STAD Normal TicA Normal BRCA Normal PRAD Normal
(n=375) (n=391) (n=s12) =712 (r=1101) (=572 (n=498) (=297

R KICH

wilor tests p=0.13

™
£
i ——— Tipe
£ o KicH
£ 2. (65}
H - Normal
Z T s (o=114)
<5 P LAl
¢ |
KICH Normal
(m65) (n=114)

Figure S1. Comparison of ADRMI1 expression in TCGA and normal tissues from

TCGA and GTEx.  *P<0.05,%*P<0.01,***P<0.001.



Percent survival

Percent survival

Percent survival

Percent survival

Percent survival

10

08

0.6

0.0

1.0

08

04

0.2

00

08

06

04

08

06

04

02

00

10

04

02

00

BLCA

Disease Free Survival

B BRCA

Disease Free Survival

KIRC

Disease Free Survival

KIRP

Disease Free Survival

o 4 o
4  Low ADRM1 TPM a4 — F— 2 — Low ADRM1 TPM 3 — Low ADRM1 TPM
T High ADRMI1 TP ity ML) — High ADRM1 TPM " Fiigh ADRM1 TPM
Logrank p=0.024 Logrank p=0.012 Logrank p=0.025
] HR(high)=1 5 - @ | HR(highl=16 o | HRihigh)=19
PHR)=0.025 s s p(HR)=0.013 B p(HR)=0.027
n(high)=201 | = = n{high}=258 | — ninigh)=141
nflow)=201 g 5 258 g n(low)=141
. - £ 34 -
@ @ @
- g < § b 38 5 x
g e ;AR £°
& & &
4 o | o o
s o s
1 o | a | s |
T T T e T T T T T = T T T T T T T e T T T T
50 100 150 o 50 100 150 200 250 0 20 40 60 80 100 120 140 o 50 100 150 200
Months Months Months Months
Disease Free Survival Disease Free Survival . Disease Free Survival Disease Free Survival
— Low ADRM1 TPM 24 - =T —— Low ADRM1 TPM e | —
— High ADRM1 TPM i B T = High ADAW1 TPM ¥ AR e
Logrank p=0.034 Logrank p=0.13 Logrank p=0.26
HR(high)=1.4 - = | HRihigh)=1.4 - HR(Nigh)=1 2
P(HR}=0.035 = ° PHR)=043 &4 p(HRI=0.26
nihig - 5 nihigh)=81 5 Pihigh)=259
nlowy=182 | 2= % % nlow)=81 | 5 nflow)=259
4 o o |
% E ks % 3
= € z
£ 31 gz g3
& & &
o o o
< o e
3 =B N
T T T T T T T T T T T T < T T T T T ° T T T T
20 40 60 80 100 120 0 2 4 & s 10 120 [} 10 20 30 40 50 0 50 100 150 200
Months Months Months Months
Disease Free Survival Disease Free Survival Disease Free Survival Disease Free Survival
a o a
E — - — Low ADRM1 TPM -7 —— Low ADRM1 TPM - 7 —— Low ADRM1 TPM
o= h\’;,%’%mﬁm ot Hn\';;\ ADRM1 TPM — H?;I’\ ADRM1 TPM —— High ADRM1 TPM
Logrank p=0.29 Logrank p=0 56 Logrank p=0.46
HR(high)=1.4 @ | w | HR(high)=0.87 @ | HR{high)=0.89
E | Cl El P(HR)=0.56 Cl P(HR)=0.48
nihigh)=146 | = 2 nihigh=135 | = n(high}=239
- = g = nllow)=135 | > n{low)=239
q [ [ =R £ 3
a @ 2
] B s B 2l
9 a e o [
& & &
4 L B | o, 8 | b S
a S s
4 a | o | &
T T T T 2 T T T T T T ° T T T e T T T T
50 100 150 200 0 10 2 30 4 50 60 [ 50 100 150 0 50 100 150 200 250
Months Months Months Months
Disease Free Survival Disease Free Survival Disease Free Survival Disease Free Survival
e | e L -]
E — 2 — Low ADRM1 TPM - —— Low ADRM1 TPM = — Low ADRM1 TPM
o A T — High ADRM?1 TPM 2 ~— High ADRM1 TPI Z High ADRM1 TPM
Logrank p=0.091 Logrank p=0.16 Logrank p=0.62
1 HR(high)=14 w | HR(high| o | « | HR{high}=091
p(HR)=0.003 e PIHR)=0.16 < s PHR}=0.62
nhighy=241 | & nihigh)=246 | & - n{high}=192
nflow)=241 s = 2 2 nllow)=192
4 e 24 e 24 c @4
5 ° =3 5°
n “n 2]
£ € E
- o = | @ = 8 < |
] ] ]
& & &
1 o o | o
B s B
4 e | o | °
T T T = T T T < T T T T T T ° T T T T T T
50 100 150 0 50 100 150 0 0 40 60 80 100 120 0 20 40 60 80 10 120
Months Months Months Months
Disease Free Survival Disease Free Survival
o
S —— Low ADRM1 TPM
T A T — High ADRM1 TPM
Logrank p=0.21 Logrank ‘;f” 1
high)=1.5 o 7
= n(high}=32
g & nlow)=32
£ 3
a
E
g+ |
Qo
o
B
e |
3

80
Months

100 120 140

T T T
100 150
Months

Figure S2. The GEPIA database analyzed the Disease-free survival (RFS) of ADRM1

in different types of human cancers. *P value <0.05.
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Figure S3. Correlation of ADRM1 expression with PDCD1, PDCD1LG2, CTLAA4,
CD274, HAVCR2, LAG3, SIGLECI5 and TIGIT expression in LIHC. A.The
expression correlation of ADRMI1 with PDCD1 in LIHC determined by GEPIA
database. B. The expression correlation of ADRM1 with CTLA4 in HCC determined
by GEPIA database. C. The expression correlation of ADRM1 with HAVCR2 in HCC
determined by GEPIA database. D. The expression correlation of ADRMI1 with
PDCDILG2 in LIHC determined by GEPIA database. E. The expression correlation of
ADRMI1 with CD274 in HCC determined by GEPIA database. F. The expression

correlation of ADRMI1 with LAG3 in HCC determined by GEPIA database. G. The



expression correlation of ADRM1 with SIGLEC15 in HCC determined by GEPIA
database. H. The expression correlation of ADRM1 with TIGIT in HCC determined by

GEPIA database.



