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Figure S1. Comparison of ADRM1 expression in TCGA and normal tissues from

TCGA and GTEx. *P<0.05,**P<0.01,***P<0.001.
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Figure S2. The GEPIA database analyzed the Disease-free survival (RFS) of ADRM1

in different types of human cancers. *P value <0.05.
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Figure S3. Correlation of ADRM1 expression with PDCD1, PDCD1LG2, CTLA4,

CD274, HAVCR2, LAG3, SIGLEC15 and TIGIT expression in LIHC. A.The

expression correlation of ADRM1 with PDCD1 in LIHC determined by GEPIA

database. B. The expression correlation of ADRM1 with CTLA4 in HCC determined

by GEPIA database. C. The expression correlation of ADRM1 with HAVCR2 in HCC

determined by GEPIA database. D. The expression correlation of ADRM1 with

PDCD1LG2 in LIHC determined by GEPIA database. E. The expression correlation of

ADRM1 with CD274 in HCC determined by GEPIA database. F. The expression

correlation of ADRM1 with LAG3 in HCC determined by GEPIA database. G. The



expression correlation of ADRM1 with SIGLEC15 in HCC determined by GEPIA

database. H. The expression correlation of ADRM1 with TIGIT in HCC determined by

GEPIA database.


