
Supplementary Figure1
Single-gene GSEA of SPC25.

Supplementary Figure2
Kaplan-Meier analysis of DFI in patients with high and low SPC25 expression. (A-D) high expression of SPC25 predicted poor DFI than low expression (E) high expression of SPC25 predicted better DFI than low expression.

Supplementary Figure3
Kaplan-Meier analysis of DSS in patients with high and low SPC25 expression. (A-G) high expression of SPC25 predicted poor DSS than low expression (H-I) high expression of SPC25 predicted better DSS than low expression.

Supplementary Figure4
Kaplan-Meier analysis of PFI in patients with high and low SPC25 expression. (A-H) high expression of SPC25 predicted poor PFI than low expression (I-J) high expression of SPC25 predicted better PFI than low expression.

Supplementary Figure5
Analysis of clinic correlation of SPC25 expression. Correlation analysis of SPC25 expression and age (with 65 years as the cutoff) (A) ESCA (B) KIRP (C) LAML (D) STAD (E) LUSC (F) THYM. Red means the patient is younger than 65 years old, and blue means the patient is 65 years or older.

Supplementary Figure6
[bookmark: _GoBack]Gene co-expression analysis of SPC25 in pan-cancer. The heatmaps presenting the correlations of SPC25 expression with genes related to (A) immune chemokines genes (B) Ferroptosis-related genes (C) Cuproptosis-related genes and (D) lactate metabolism related genes. The upper left corner of each square represents the p-value, * represents p < 0.05, ** represent p < 0.01, and *** represent p < 0.001; the lower right corner represents the correlation between SPC25 and other genes, red represents positive correlation, and yellow represents negative correlation.
1

