
Supplemental Figure 4. The figures shows the inclusion of mir-100-5p, let-7b-5p and mir-424-5p 
with the 2 miRNAs that were significant (mir-448 and mir-199) resulted in a slight alteraFon of 
the listed pathways but for the most part the disease and funcFons remained consistent with 
the previous findings. The addiFon of autophagy, senescence and HGF signaling may offer 
insights into other areas of organismal development disfuncFon and/or abnormaliFes. 

 
 


