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Figure S1 PRKCSH expression levels of 32 tumor cell lines in CCLE database.



Figure S2 The diagnostic value of PRKCSH in pan-cancer. (A-H) The ROC curves of
PRKCSH in BLCA, ESCA, HNSC, KIRC, LIHC, LUSC, READ, and STAD with
AUC > 0.8.



Figure S3 The diagnostic value of PRKCSH in pan-cancer. (A-I) The ROC curves of
PRKCSH in KIRP, BRCA, PRAD, LUAD, UCEC, COAD, THCA, KICH, and
PAAD with AUC < 0.8.



Figures S4 Correlation between PRKCSH expression and age in (A) CHOL, (B)
GBM, (C) KIRP, and (D) THYM. *P < 0.05, **P < 0.01, and ***P < 0.001.



Figures S5 Correlation between PRKCSH expression and tumor stage in (A) ACC,
(B) COAD, (C) HNSC, (D) KICH, (E) KIRC, (F) KIRP, (G) LUAD, (H) LUSC, (I)
MESO, (J) UCEC, and (K) UCS. *P < 0.05, **P < 0.01, and ***P < 0.001.



Figures S6 Correlation between PRKCSH expression and genders in (A) HNSC, (B)
KIRP, (C) PAAD, and (D) STAD. *P < 0.05, **P < 0.01, and ***P < 0.001.



Figure S7 CNV and SNV analysis of PRKCSH by GSCA. (A) The CNV percentage
of PRKCSH in each cancer. (B) The correlations between CNV and the expression of
PRKCSH mRNA. (C) SNV percentage heatmap of PRKCSH in each cancer.



Figure S8 PPI network of PRKCSH constructed with GeneMANIA.



Figure S9 The analysis of drug sensitivity. PRKCSH correlates with drug sensitivity
in (A) CTRP and (B) GDSC.
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