[bookmark: _GoBack]Supplementary Figure 1. HMGCS2 expression correlated with clinical features. (A-D) Correlation of HMGCS2 expression with clinical parameters of various cancers (primary tumor status (T), lymph node metastasis (N), distant metastasis (M), tumor grade (G) and tumor stage (Stage)).
Supplementary Figure 2. Correlation analysis of HMGCS2 with genes related to immune checkpoints, immune regulation and RNA modification in various cancers. (A) Association of HMGCS2 with immune checkpoint-related genes in various cancers. (B) Association of HMGCS2 with immune regulation-related genes in various cancers. (C) Association of HMGCS2 with immune modification-related genes in various cancers.
