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Figure S1. Heatmap of correlations between RNH1 expression and functional scores in 33 cancer types. × represents p > 0.05. 
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Figure S2. Spearman correlation heatmap showing the relationship between RNH1 expression and immunomodulators. 
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Figure S3. Spearman correlation heatmap showing the relationship between RNH1 expression and tumor infiltrating leukocytes (TILs) based on different algorithms. (A) CIBERSORT-ABS, (B) CIBERSORT, (C) xCell, (D) TIMER, (E) quantTIseq, (F) MCP-counter, and (G) EPIC.
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