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Supplementary Figure 1. Prognostic value of PAQR4 in pan-cancer. (A) Forest plot of the
association between PAQR4 and disease-free survival (DFS) in 28 tumors. (B-E) Kaplan-Meier
analysis of the association between PAQR4 expression and DFS in each tumor. (F) Forest plot of the
association between PAQR4 and progression-free survival (PFS) in 32 tumors. (G-N) Kaplan-Meier
analysis of the association between PAQR4 expression and PFS in each tumor.
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Supplementary Figure 2. Association of PAQR4 expression with immune score and stromal score
in a variety of tumors.
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Supplementary Figure 3. Association of PAQR4 expression with immune cell infiltration in a
variety of tumors.
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Supplementary Figure 4. Relationship between PAQR4 expression and tumor immune subtypes in
the TISIDB database.
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e Supplementary Figure 5. Complete results of Western blot. (A) Sample order: CAKI, 786-
O, 5637, T24, CAKI, 786-0, 5637, T24. (B) Sample order: 786-O siNC, 786-0 sil, T24
SINC, T24 sil, 786-0 siNC, 786-0 sil, T24 siNC, T24 sil. (C) Example of blots after cutting.



