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Figure S1. The detail of 33 cancers abbreviations. 
 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 



 

 

Figure S2. The MeCP2 expression correlated with stage,grade and subtype in pan-

cancer.(A) High MeCP2 expression correlated with tumor stage in 

CHOL,HNSC,KIRC,LIHC and PAAD(P<0.05).(B) High MeCP2 expression correlated 

with histological grade in HNSC,KIRC,LGG and STAD(P<0.05).(C) High MeCP2 

expression in different tumor subtypes in ACC,BRAC,COAD,                      

PCPG,LGG,PRAD,STAD,OV,HNSC and UCEC(P<0.05). 

 

 

 

 

 

 

 

 



 

 



 

Figure S3.The correlation between MeCP2 expression and survival prognosis of pan-

cancer. (A). DSS analyses of MeCP2 in pan-cancer(P<0.05). (B). PFI analyses of MeCP2 

in pan-cancer(P<0.05). (C). DFI analyses of MeCP2 in pan-cancer(P<0.05). DFI, disease 

free interval; PFI,progression-free interval; DSS,disease-specific survival. 

 

 

 



 

Figure S4. Correlation analysis between MePC2expression and immune subtype in 

cancers. A significant correlation between MeCP2 expression and immune subtypes in 

BLCA, BRCA, COAD, HNSC, LGG, LIHC, LUAD, LUSC, KIRC, KIRP, OV, PAAD, 

PRAD, SARC, PCPG, THCA, STAD and UCEC.(P<0.05) 

 

 

 

Figure S5. GSEA of MeCP2 in STAD.(A). The pathways were enriched in the high 

MeCP2 group. (B). The pathways were enriched in the low MeCP2 group. GSEA, Gene 

set enrichment analysis.  

 



 

Figure S6. The concluding diagram of MeCP2 in pan-cancer. 
 


