[bookmark: _GoBack]Supplementary Data:
SuppData 1. Loss on ignition raw data.
SuppData 2. (a) Summary of metagenomic sequencing statistics. (b) Summary of assembly. (c) Summary of CDS prediction and KEGG assignment.
SuppData 3. (a) STAMP results on phyla data. (b) STAMP results on Class-Subclass data.
SuppData 4. STAMP results on functional KOs.
SuppData 5. minPath results for ‘nHR’ and ‘HR’ groups.

