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Supplementary Data Table S1. Details of dataset configuration. Names of the TCGA slides are presented with sub-dataset number, set (train/validation/test), class (positive/negative), and cohort name. The slide level and slide level mpp (micron per pixel) indicate slide level used for patch extraction and resizing.

[bookmark: _GoBack]Supplementary Data Table S2. Performances and training times of all super-cohort models. Model names are abbreviated in accordance with Figure 7. Cohort names in a bracket indicate the cohorts included in a super-cohort.
