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	Class
	Type
	Copy
	Average lenth(bp)
	Total length(bp)
	%of genome

	miRNA
	miRNA
	281
	139.72
	39261
	0.00483

	tRN
	tRNA
	701
	74.86
	52376
	0.00646

	
	18S
	11
	488.64
	5375
	0.00066

	rRNA
	28S
	17
	139.71
	2375
	0.00029

	
	5.8S
	5
	139.00
	695
	0.00009

	
	5S
	83
	93.00
	7719
	0.00095

	
	CD-box
	2336
	105.08
	245472
	0.03022

	snRNA
	HACA-box
	83
	123.90
	10284
	0.00127

	
	splicing
	131
	138.53
	18148
	0.00223



