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	Sample
	JL

	Clean Reads
	639,815,862

	Clean Bases
	95,972,379,300

	Mapped Reads
	628,068,306

	Mapped Reads Rate (%)
	98.16

	Mapped Bases
	92,871,813,877

	Mapped Bases Rate (%)
	96.77

	Mean Depth
	65.35

	Coverage Rate (%)
	88.76



