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Fig. S3
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Fig. S4
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Fig. S5

< Plot P02, gated on Totalcells . Plot P02, gated on Totalcells
6. iz

e 7| oson

< Plot P02, gated on Totalcells
8.32%

56%

., Plot P02, gated on Totalcells
5.40

19

R7

H1299 H1299

19

Red Fluorescence (RED-HLog)
10°

7498% - 17.49%

. lsoos s0ams . — e
10° 10" 10 10° 10t fo° 10" 10% 10° 10° 10*  To° 10" 107 10’ 10*
+ BisiepoS gutage rs R0 -+, PP gLReaeas rd il oo <+ PRI PSS T8 LRRNs H o)
P e L 2
gm
i H1975 i H1975
— |9 A — |4
10° 10° 0

? T 10° 10
Green Fluorescence (GRN-HLog)
< Plot P02, gated on Totalcells
S12.02% 1.a5%

10" ? 10° 10° 3 10t 1 10" ? 10° 10°
Green Fluorescence (GRN-HLog) -HLog) Green Fluorescence (GRN-HLog)

2, gated on Totalcell lis <, Plot P02, gated on Totalcells
T82% SJo.53% a23%

o B
Green Fluorescence (GRN-
s <, Plot P02, gated on Totalcel
16.50% 1.18%

Plot PO:
2.92%

1

10’
197

H358 H358

19
10"

Red Fluorescence (RED-HLog)
107

Red Fluorescence (RED-HLog)
19

SiYAPTAZ SIGFP ) SIPTEN

ANNEXIN V (72h) ANNEXIN V (24h)

v

80
60
40
20

w
o

N
o

% apoptotic cells
e

SIGFP—
SiY T n—— +
|_\
o o
B SiPTEN N

% apoptotic cells

SiY T ——

SiYT —

SIGFP m—

SiGFP

SIGEP n—
SIPTEN m—
T SiGFP S—

§ SIPTEN m—

H1299  H1975 H358

T
[N
©
I
[N
(e}
\‘
a1

SiGFP
sSiYT

SiGFP
SIPTEN

o |YAP
el L

' ' SIPTEN

- PTEN H1299 H1975
D SN gy | |- GAPDH/H3

[EEY
a1
o
o

1 123 0.79 1 1.42 0.79

. = _ Cleaved CASP3

TS || mm » e | TOtCASP3

100

50

o

1 1.42 0.59 1 1.63 0.78
o — o * | Cleaved PARP

Number of colonies

SIGFP  m—

SIPTEN m——

Number of colonies
N DO B
oNoNoNoNe)
SIGFP m—
S|PTEN I |
Number of colonies
RPN WSO
o O O O
SIGEP i
SIPTEN I, |

- | [ W= Tot PARP

b Al Bt d [T

H1299 H1975

I
w
a
(o]




Fig. S6
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Fig. S7
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Fig. S8
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Fig. S9 (PANEL 1C)
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Fig. S10
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Fig. S14
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Fig. S15

RUN1

CL CASP3

CL CASP3 CUT

TOT CASP3

CL PARP

TOT PARP

B-ACTIN

GAPDH

H12

100kD.

100kD:

99

35kDa

25kDa
15kDa

25kDa
15kDa
: -

40kDa

35kDa

25kDa
15kDa

7

70kDa|

El

70kDa|

- . 40kDa

YAP
TAZ

v = e
GAPDH E

55kDa|
40kDa
5'SkDa-
35kDa

RUN1

RUN2

RUN3

TOT PARP

H1975

SiPTEN

£

=
CL CASP3 ﬂw

SiGFP

TOT CASP3 El PP

GAPDH

YAP
TAZ

H3

PTEN

e N S

H3 HE

25kDa

15kDa:

35kDa
25kDa
15kDa

100kDa
70kDa

70kDa

50kDa - - |
p—

25kDa - -

- -

15kDa -

70kDa = ﬁ

55kDa __ -

20kDa

15kDa | -

20kDa
15kDafl



RUN1

RUN2

Fig. S16

H1299

8

1

ES-S

»—NE "’E g.

s 8¢ &
ZTN —er
pren —
ANKRD1 E—-

YAP
TAZ

CTGF

H358

8

- T

-

JE— 9‘ E E E

285 S 8¢ &
EZH2
PTEN HE
YAP
TAZ

CTGF . — e — O | o —

-

100kDa I = |

75kDa b ——

50kDa ; ;
37kDa F— e q

37kDa [

75kDa
50kDa

37kDa

25kDa
20kDa

15kDa
25kDa

20kDa
15kDa

RUN1

RUN2

75kDa
50kDa

35kDa

25kDa

~

20kDa

70kDa|
50kDa

H1975

Z w

--
--

-

MYCi
epzmyci
Epzmycid as

o)
©
k-]

[ —— -

ANKRD

= o -] =

1R |

||

50kDa |

50kDa |

37kDa [ »

25kDa
37kDal >

25kDa |




	Slide 1
	Slide 2
	Slide 3
	Slide 4
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9
	Slide 10
	Slide 11
	Slide 12
	Slide 13
	Slide 14
	Slide 15
	Slide 16

