
Target 
Positi

on 

Ch

r 

GenomePosit

ion 

Distance2T

SS 

Typ

e 

UACC812 MDA-MB-231 

812-NC 
812-Si 

TINCR #1 

812-Si 

TINCR #2 
NC 

Si TINCR 

#1 

Si TINCR 

#2 

MIR503

_1 
92 X 133680280 148 CG 

0.9814126

39 
0.975693362 0.98074662 

0.9834464

49 

0.9816168

79 

0.9803789

81 

MIR503

_1 
203 X 133680391 37 CG 

0.9816188

87 
0.978372491 0.977246036 

0.9839563

35 

0.9816513

76 

0.9818718

95 

 


