SUPPLEMENTARY MATERIAL.


SUPPLEMENTARY METHODS
Sample size election, randomization blinding and compliance with ethical regulations.
Sample size for each experiment was chosen based on previous experience, including a study with the same strain and model and aimed to detect a p < 0.05 in the different tests applied. No animals were excluded from the current study. All the experiments and data analyses were performed blind to treatment conditions.
 All animal experimentation was conducted in accordance with the Directive 2010/63/EU of the European Parliament and of the Council of 22 September 2010 and was approved by the Committee on Bioethics of the Universitat de València.

Prepulse Inhibition of Startle Reflex Test.
Test sessions were preceded by a habituation phase consisting of three sessions in which mice were placed in the apparatus for five minutes without background noise. Test sessions consisted of no stimulus trials, pulse trials, prepulse trials and prepulse pulse trials. Each no-stimulus trial consisted of a background noise only, pulse trials consisted of a 40 ms pulse of 120 decibels (dB), prepulse trial consisted of a 20 ms 73, 76 or 82 dB pulse followed 100 ms later by a 40 ms pulse of 120 dB. Test sessions began with a 5 minute acclimatization period using a background noise of 70 dB. The test sessions consisted of a ten pulse basal trials and ten presentations of four different trials previously described. Trials were presented in pseudorandom order with an intertrial interval (ITI) of 22 seconds and an interstimulus interval of 100 ms. The percentage of prepulse inhibition of startle reflex was calculated using the next formula: 100- {[(startle response for prepulse+pulse)/(startle response for pulse alone)]x100}.

Quantitative retrotranscription-polymerase chain reaction 
 For quantitative retrotranscription-polymerase chain reaction (qRT-PCR) analyses, each sample was run in duplicates. qPCR was carried out with the ABI PRISM 7700 Sequence Detector (Applied Biosystems) using EVA Green PCR master mix (Applied Biosystems), specific primers for all genes (table S1) at a concentration of 240 nm, and 4 µl cDNA (50 ng) of each sample. TATA box-binding protein (TBP), a housekeeping gene, was used as a reference gene. The expression of TBP did not differ between the different experimental groups. Following a 95 °C denaturation for 10 min, the reactions were cycled 40 times with a 95 °C denaturation for 15 s, and a 60 °C annealing step for 1 min. After this, a melt curve was performed to assess the specificity of primers. Primers were designed by Primer Blast free software, between exons to avoid genomic DNA amplification, using Ensemble data sequences. All DNA oligonucleotide primers were custom synthesized by Metabion international AG (Martinsried, Germany). Relative quantification was performed using the comparative threshold (CT) method according to the 2-DDCt method 1. Changes in gene expression were reported as fold changes relative to controls. 

Quantitative immunoblotting
Sixty micrograms of total protein for glutamic acid decarboxylase, 67 kDa isoform (GAD 67) and 30 for synaptophysin (SYN) were separated from each sample on 10% SDS–PAGE and transferred to Hybond enhanced chemiluminescence (ECL) nitrocellulose membranes (GE Healthcare). After saturation of nonspecific sites with blocking buffer (5% BSA in PBS-0.025% Tween 20, 2 hours, RT), membranes were incubated overnight at 4°C with primary antibodies against GAD67 (1:1000, Abcam), SYN (1:5000, Sigma-Aldrich) or the loading control protein α-tubulin (1:2000, Sigma-Aldrich), diluted in blocking buffer. After washing with PBS-0.025% Tween 20, membranes were incubated for 2 h at RT with secondary horseradish peroxidase-linked antibodies (1:1500, Sigma-Aldrich), and finally developed using ECL detection reagents (GE Health care). Bands were detected using ImageQuant LAS 4000 system (GE Health care) and densitometry analysis on every band was calculated using FIJI/ImageJ software2. The expression of α-tubulin did not differ between the different experimental groups. SYN and GAD67 densitometry values were normalized to within-lane α-tubulin. Every sample was immunoblotted in duplicate and mean ± SEM was then calculated.

Volumetric analysis
Images of all slices were acquired with a confocal microscope (Olympus FV-10; Olympus, Japan). After that, the measures of the areas were estimated in images containing: PrL (Bregma 3.08 mm to 1.70 mm); IL cortex (Bregma 1.94 mm to 1.42 mm) or Cg1 (Bregma 2.34 mm to − 0.22 mm).

Analysis of dendritic arborization
In order to be analyzed, EGFP-expressing neurons had to fulfill the following features: 1- the dendritic arbor of the cell must show at least a process with a length greater than 120 μm and 2- the soma must be located at least 30 μm deep from the surface of the tissue. 

Analysis of the density of perisomatic puncta on pyramidal neurons
The soma profile of the pyramidal neurons was drawn manually and then the selection was enlarged 1 μm in order to include the puncta closely surrounding the somata. A puncta was defined as having an area not smaller than 0.15 and not larger than 2.5 μm2 3
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SUPPLEMENTARY FIGURE LEGENDS AND TABLES
SUPPLEMENTARY FIGURE LEGENDS
Figure S1. Schematic representation of the experimental design. Abbreviations: P, postnatal; CTRL, control group; DHM, “double-hit” model; VEH, vehicle; THC, -9-tetrahydrocannabinol; PPI, prepulse inhibition of startle reflex; Hab, habituation.

Figure S2. Gene expression studies in the mPFC. Graphs representing mRNA fold change (A-E).  Data analyses show statistically differences in the expression of GAD67 (A) due to DHM. No differences in the expression of CB1R (B), ErbB4 (C), STS8sia II (D) and STS8siaIV (E) after two-way ANOVA test. p<0.05 (*).  Bars represent the mean ± S.E.M. n=8 animals/group
Figure S3. Volumetric analysis of the mPFC. Graphs representing the volume of the prelimbic (A) infralimbic (B) and cingulate, area 1 (Cg1) (C) cortices. Volumetric analysis shows a decrease in the volume of Cg1 in DHM mice. Asterisks represent statistically significant effects after two-way ANOVA analysis. p<0.001 (***). Bars represent the mean ± S.E.M. n=6 animals/group.

Figure S4. Dendritic spine density in interneurons of the prefrontal cortex. A-D) Representative image of spiny dendrites from GAD-EGFP expressing interneurons. E & F) Analysis of the dendritic spine density in total 150 μm (E) and in the 3 different 50 μm segments (F). Graph shows no differences due to model and administration factors after two-way ANOVA analysis. Bars represent mean ± S.E.M. Scale bar: 5μm and 1.7 μm for the detail. n=6 animals/group

Figure S5. Analysis of the perisomatic puncta on pyramidal neurons of the cingulate area 1, infralimbic and prelimbic cortices. A1-D1) Confocal planes of the cingulate cortex, area 1 of the different experimental groups showing SYN and CB1R immunoreactive puncta surrounding CAMKII expressing somata. A2-D2) CaMKII, A3-D3) CB1r and A4-D4) SYN expression in CTRL and DHM animals after the administration of VEH or THC.  Graphs representing the density of perisomatic puncta (puncta/mm) expressing SYN, CB1r and its co-localization in the cingulate cortex, area 1 (E), prelimbic cortex (F) and infralimbic cortex (G). Black asterisk and lines in graphs represent main effects after two-way ANOVA analysis, black asterisk and dashed line represent interaction after two-way ANOVA analysis and grey symbols and lines represent statistically significant differences among groups after post-hoc analyses, p<0.05 (*). Bars represent the mean ± S.E.M. Scale bar: 2 μm. n=6 animals/group.

Figure S6. Analysis of the density of PV-immunoreactive neurons and PNNs in Cg1 cortex. A1, representative confocal images showing the distribution of PV (red) and PNNs (blue) in the Cg1 cortex. A2-A5 show in detail the co-localization between PV-expressing cells and PNNs.  The histogram in B shows the density of PV-expressing cells, the density of PNNs and PV-PNN co-localization in CTRL and DHM animals after administration (VEH or THC) in Cg1 cortex. The columns represent the mean ± S.E.M of cell density (cells/mm2). Scale bar: 87 μm for A1; detailed view (A2-A5), 13,5 μm. n=6 animals/group.



SUPPLEMENTARY TABLES
Table S1. Sequences of gene specific primers and associated amplicon lengths for qRT-PCR. (1) Amplicon length in base pairs.


	Target gene
	Primers
	Sequence (5′ → 3′)
	Amplicon size(1)

	GAD67
	Forward
	CTGGAGCTGGCTGAATACCT
	120

	
	Reverse
	TCGGAGGCTTTGTGGTATGT
	

	CB1r
	Forward
	TGTCCCTCACCCTGGGCACC
	134

	
	Reverse
	TCCCAGGAGATCGGCCACCG
	

	ErbB4
	Forward
	CAGTCGCCCAGGGTGCAACG
	133

	
	Reverse
	GCGAACACTGTGGGGTCGGC
	

	ST8SiaII
	Forward
	GGCAACTCAGGAGTCTTGCT
	123

	
	Reverse
	GTCAGTCTTGAGGCCCACAT
	

	ST8SiaIV
	Forward
	CCTTCATGGTCAAAGGAGGA
	125

	
	Reverse
	CCAGTAACCTCTGACCGCAT
	

	TATA BP
	Forward
	CACTTCGTGCAAGAAATGCTG 
	89

	
	Reverse
	AATCAACGCAGTTGTCCGTG 
	







Table S2. Primary and secondary antibodies used in this study.
	Primary antibodies

	Anti-
	Host
	Isotype
	Dilution
	Incubation
	Company

	CAMKIIα 
	Mouse
	IgG1
	1:500
	48 hours, 4ºC
	Abcam

	CB1r 
	Rabbit
	IgG
	1:1000
	24 hours, RT
	Synaptic Systems

	GFP 
	Chicken
	IgY
	1:1000
	24 hours, RT
	Abcam

	PV 
	Guinea pig
	IgG
	1:2000
	24 hours, RT
	Synaptic Systems

	SYN
	Guinea pig
	IgG
	1:1000
	24 hours, RT
	Synaptic Systems

	VGAT 
	Rabbit
	IgG
	1:500
	24 hours, RT
	Synaptic Systems

	VGLUT1 
	Guinea pig
	IgG
	1:2000
	24 hours, RT
	Abcam

	WFA Lectin biotin conjugated *
	Wisteria Floribunda
	-
	1:200
	24 hours, RT
	Sigma

	Secondary antibodies

	Anti-
	Host
	Label
	Dilution
	Incubation
	Company

	Chicken IgY 
	Goat
	CF 488
	1:400
	1 hour, RT
	Sigma

	Rabbit IgG 
	Donkey
	Cy3
	1:400
	1 hour, RT
	Jackson Inmunoresearch

	 Streptavidin
	 
	Alexa Fluor 647 
	1:400
	1 hour, RT
	Invitrogen

	Mouse IgG1 
	Donkey
	Dylight 405
	1:400
	1 hour, RT
	Jackson Inmunoresearch

	Rabbit IgG 
	Donkey
	AlexaFluor 555
	1:400
	1 hour, RT
	Invitrogen

	Guinea pig IgG
	Goat
	Alexa Fluor 647
	1:400
	1 hour, RT
	Invitrogen

	Guinea pig IgG 
	Donkey
	Cy3
	1:400
	1 hour, RT
	Jackson Inmunoresearch

	Rabbit IgG 
	Donkey
	Alexa Fluor 647
	1:400
	1 hour, RT
	Molecular Probes



Abbreviations: CaMKIIα, α subunit of the Ca2+ /calmodulin dependent protein kinase II; CB1r, cannabinoid receptor 1; GFP, green fluorescent protein; PV, parvalbumin; SYN, synaptophysin; VGAT, vesicular γ-aminobutyric acid (GABA) transporter; VGLUT1, vesicular glutamate transporter 1; WFA, Wisteria Floribunda. 
RT, room temperature.
* WFA is used to detect chondroitin sulphate proteoglicans in perineuronal nets (PNNs). This type of molecules can be recognized by the N-acetylgalactosamine-(GalNac-) binding plant lectin Wisteria Floribunda agglutinin.






Table S3. Summary of results 

	parameter
 
	Main effects (two-way ANOVA, three-way ANOVA, Kruskal Wallis or Friedman’s test)
	Group differences (Bonferroni post-hoc unless otherwise stated)

	 
	model
	administration
	Other factor (specify if required)
	interaction
	 

	behaviour
 
	 
	 
	
	 
	 

	% PPI
	 
	 
	Prepulse intensities (third factor in Friedman’s test)
	 
	 

	73dB
	↓(1)
	-
	(4)
	-
	-

	76dB
	↓  (2)
	-
	76dB>73dB
	-
	 B>A *** (Mann-Whitney)

	82dB
	↓ (3)
	-
	82dB>76dB 82dB>73dB
	-
	-

	Gene expression
	 
	 
	
	 
	 

	CB1r
	-
	-
	
	-
	-

	GAD67
	↓ (5)
	-
	
	-
	-

	ErbB4
	-
	-
	
	-
	-

	SIA II
	-
	-
	
	-
	-

	SIA IV
	-
	-
	
	-
	-

	Protein expression
	 
	 
	
	 
	 

	GAD67
	↓ (6)
	 -
	
	 -
	B>D *

	SYN
	↓ (7)
	 -
	
	 -
	 -

	Brain volume
	 
	 
	
	 
	 

	PrL
	-
	-
	
	-
	-

	IL
	-
	-
	
	-
	-

	Cg1
	↓ (8)
	-
	
	-
	-

	Structure of interneurons
	 
	 
	
	 
	 

	Dendritic arborization
	 
	 
	Distance from the soma (third factor in a three way ANOVA analysis)
	 Interaction model x administration
	 

	total
	-
	↑ (9)
	
	-
	-

	0
	-
	 ↑(10)
	↑ (11)
	↑ (12)
	-

	20
	-
	
	
	
	-

	40
	-
	
	
	
	-

	60
	-
	
	
	
	

	80
	-
	
	
	
	-

	100
	-
	
	
	
	-

	120
	-
	
	
	-
	

	140
	-
	
	
	-
	-

	Dendritic spines
	 
	 
	
	 
	 

	total
	-
	-
	
	-
	 -

	50
	-
	-
	
	-
	-

	100
	-
	-
	
	-
	-

	150
	-
	-
	
	-
	-

	Density of neuropil puncta
	 
	 
	
	 
	 

	PrL
	 
	 
	
	 
	 

	VGLUT1
	-
	↑ (13)
	
	-
	-

	VGAT
	-
	↑ (14)
	
	-
	-

	IL
	 
	 
	
	 
	 

	VGLUT1
	-
	-
	
	-
	-

	VGAT
	-
	-
	
	-
	-

	Excitation/inhibition ratio
	 
	 
	
	 
	 

	PrL
	-
	# (15)
	
	↓ (16)
	C>D *

	IL
	-
	-
	
	↓ (17)
	C>D *

	Perisomatic inervation
	 
	 
	
	 
	 

	PrL
	 
	 
	
	 
	 

	CB1R
	-
	-
	
	-
	-

	SYN
	# (18)
	-
	
	-
	-

	CB1R-SYN
	-
	-
	
	-
	-

	IL
	 
	 
	
	 
	 

	CB1R
	-
	-
	
	-
	-

	SYN
	-
	-
	
	-
	-

	CB1R-SYN
	-
	-
	
	-
	-

	Cg1
	
	
	
	
	

	CB1R
	-
	↑ (19)
	
	↑ (20)
	D>C*
D>B*

	SYN
	-
	-
	
	-
	-

	CB1R-SYN
	-
	-
	
	-
	-

	PV+ neurons
	 
	 
	
	 
	 

	PrL
	# (21)
	-
	
	-
	-

	IL
	↓ (22)
	 
	
	 
	-

	Cg1
	-
	-
	
	-
	 

	PNNs
	 
	 
	
	 
	 

	PrL
	↓ (23)
	-
	
	-
	 

	IL
	↓ (24)
	 
	
	-
	B>D *

	Cg1
	-
	-
	
	# (25)
	 

	PV-PNNs colocalization
	 
	 
	
	 
	 

	PrL
	↓ (26)
	↓ (27)
	
	-
	B>D #

	IL
	↓ (28)
	 
	
	-
	 

	Cg1
	-
	-
	
	-
	-



 
Symbols: (↓) statistically significant decrease (Kruskal-Wallis), (↑) statistically significant increase or (↓) decrease (two-way or three-way ANOVA); (-) no statistically significant effect (two-way or three-way ANOVA); *p < 0.05; **p < 0.01; ***p < 0.001; # 0.10 ≥ p ≥ 0.05; A (CTRL-VEH), B (CTRL-THC), C (DHM-VEH), D (DHM-THC).

F and p-values: (1) p<0.001; (2) p<0.001; (3) p<0.001; (4) p<0.001; (5) F(1,28)=4.436, p=0.044; (6) F(1,11)=9.285, p=0.011; (7) F(1,11)=6.490, p=0.021; (8) F(1,28)=5.298, p=0.040; (9) F(1,28)=4.358, p=0.046; (10) (F(1, 243)= 25.723, p<0.001); (11) (F(8, 243)= 137.101, p<0.001); (12) F(1,243)=9.337, p=0.002); (13) F(1,20)=4.435, p=0.048; (14) F(1,20)=5.189, p=0.034; (15) F(1,18)=3.318, p=0.085; (16) F(1,18)=9.816, p=0.006; (17) F(1,18)=17.179, p=0.001; (18) F(1,20)=3.474, p=0.077; (19) F(1,19)=4.476, p=0.048; (20) F(1,19)=7.969, p=0.011; (21) F(1,18)=4.070, p=0.059; (22) F(1,18)=3.288, p=0.087; (23) F(1,18)=5.102, p=0.037; (24) F(1,17)=11.327,p=0.004; (25) F(1,19) =3.466, p=0.079; (26) F(1,17)=9.232, p=0.007; (27) F(1,17)=5.079, p=0.038; (28) F(1,17)=6.874, p=0.018.


Table S4. Spearman’s Rho correlation analysis between prepulse inhibition of startle reflex at different intensities (73, 76 and 82 dB) and other variables.
[image: ]

- Bold values indicate: **correlation is significant at the 0.01 level (2-tailed); * correlation is significant at the 0.05 level (2-tailed).




Table S5. Pearson’s correlation analysis of the different molecular and histological variables studied.
[image: ]
- Bold values indicate: **correlation is significant at the 0.01 level (2-tailed); * correlation is significant at the 0.05 level (2-tailed).
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PrL cortex volume Pearson Correlation  -0.132 -0.019 0.011 -0.025 0.088 -0.091 -0.116 1 0.404 .546* 0.265 -.598* -.565* -0.317 -0.265 -0.027 -0.123 0.166 -0.241 0.043 0.094 0.066 0.057 -0.046 -0.11 0.048 0.227 0.055 0.047 0.281 0.393 0.483 -0.274 0.013 -0.197 -0.245 -0.271 -0.551 0.098 0.133 0.282 0.198 0.287 0.271 -0.166 -0.3 -0.239
p-value 0.639 0.944 0.966 0.926 0.746 0.747 0.694 0.121 0.029 0.339 0.014 0.023 0.231 0.321 0.920 0.649 0.539 0.369 0.875 0.729 0.807 0.835 0.870 0.685 0.860 0.416 0.845 0.863 0.291 0.133 0.058 0.304 0.96 0.465 0.38 0.349 0.051 0.718 0.624 0.29 0.463 0.299 0.329 0.539 0.26 0.373
IL cortex volume Pearson Correlation  -0.123 0.002 -0.125 -0.414 0.424 0.055 0.29 0.404 1 .649%** -0.393 -0.252 -.512* -0.378 -0.256 -0.427 -0.319 -0.151 -0.368 0.241 0.398 0.451 0.407 0.002 -0.286 -0.232 0.066 -0.08 -0.101 0.013 -0.229 -0.126 0.1 -0.042 -0.035 -0.427 -0.134 -0.357 0.328 0.444 0.369 0.108 0.286 0.323 -0.282 -0.303 -0.231
p-value 0.663 0.993 0.644 0.111 0.101 0.846 0.315 0.121 0.007 0.148 0.347 0.043 0.148 0.339 0.099 0.228 0.576 0.161 0.369 0.127 0.080 0.118 0.994 0.283 0.388 0.814 0.777 0.71 0.962 0.395 0.642 0.713 0.878 0.897 0.112 0.649 0.231 0.215 0.085 0.16 0.691 0.302 0.241 0.289 0.254 0.388
Cgl cortex volume Pearson Correlation  -0.417 -0.254 -0.32 -0.347 0.431 0.348 0.223 .546* .649%* 1 -0.139 -0.441 -.762** -.603* -.645** -.575* -0.401 -0.184 -.639** -0.019 -0.025 -0.01 -0.019 0.04 -0.397 -0.209 0.383 -0.068 -0.125 -0.123 -0.297 -0.223 -0.246 -0.103 -0.345 -0.45 -0.073 -0.333 0.479 .509* .547* .552* .535* .525* -0.035 -0.103 -0.022
p-value 0.122 0.342 0.227 0.187 0.096 0.204 0.444 0.029 0.007 0.621 0.087 0.001 0.013 0.007 0.02 0.124 0.494 0.008 0.945 0.926 0.97 0.943 0.888 0.128 0.436 0.158 0.811 0.645 0.65 0.263 0.406 0.359 0.704 0.19 0.092 0.805 0.267 0.06 0.044 0.028 0.027 0.04 0.044 0.897 0.704 0.936
Sholl sphere_0 micron Pearson Correlation  -.421* -.470** -.371* -0.184 -0.3 -0.141 0.041 0.265 -0.393 -0.139 1 0.004 -0.043 0.003 -0.095 -0.079 -0.22 -0.301 -0.04 -0.166 -0.317 -0.174 -0.24 0.095 -0.139 -0.122 0.118 -0.011 0.04 0.193 497* .500* -0.207 0.032 -0.112 0.218 -0.366 -0.315 -0.227 -0.291 -0.355 -0.196 -0.39 -0.357 0.188 -0.002 -0.078
p-value 0.023 0.009 0.044 0.331 0.101 0.631 0.894 0.339 0.148 0.621 0.981 0.817 0.985 0.613 0.673 0.233 0.1 0.831 0.461 0.15 0.437 0.283 0.675 0.528 0.58 0.601 0.962 0.857 0.389 0.016 0.015 0.344 0.885 0.62 0.331 0.103 0.176 0.335 0.213 0.125 0.407 0.098 0.133 0.415 0.993 0.738
Sholl sphere_20 micron Pearson Correlation  -0.112 -0.159 -0.038 -0.01 -0.28 0.197 0.281 -.598* -0.252 -0.441 0.004 1 .612** .464** 0.304 0.085 -0.017 0.007 463** 0.142 -0.162 0.171 0.091 -0.291 -0.05 -0.087 -0.335 -0.072 -0.059 0.158 0.154 0.247 0.086 0.055 0.065 0.257 -0.158 -0.084 -0.139 -0.057 -0.246 -0.314 -0.097 -0.2 0.189 0.164 0.121
p-value 0.555 0.394 0.839 0.958 0.121 0.482 0.33 0.014 0.347 0.087 0.981 <0.001 0.008 0.09 0.642 0.927 0.971 0.008 0.518 0.46 0.436 0.679 0.179 0.818 0.685 0.118 0.746 0.786 0.471 0.472 0.245 0.69 0.798 0.77 0.237 0.483 0.716 0.548 0.807 0.283 0.165 0.683 0.397 0.400 0.466 0.590
Sholl sphere_40 micron Pearson Correlation 0.085 -0.068 0.032 0.08 -.484** -0.234 -0.145 -.565* -.512* -.762** -0.043 .612** 1 .734%* .654%* A471%* 0.33 0.076 752%* 0.023 0.044 0.191 0.127 -0.075 0.119 0.043 -0.292 0.111 0.152 0.105 0.17 0.125 0.235 0.125 0.165 0.411 -0.293 -0.123 -0.385 -0.298 -0.319 -0.358 -0.369 -0.119 -0.188 0.018 0.017
p-value 0.654 0.718 0.864 0.667 0.005 0.401 0.622 0.023 0.043 0.001 0.817 <0.001 <0.001 <0.001 0.007 0.065 0.679 <0.001 0.918 0.844 0.384 0.564 0.734 0.581 0.842 0.176 0.614 0.478 0.633 0.426 0.559 0.27 0.56 0.452 0.051 0.186 0.594 0.085 0.189 0.159 0.111 0.109 0.619 0.401 0.937 0.94
Sholl sphere_60 micron Pearson Correlation  -0.129 -0.086 -0.025 0.033 -0.275 -.581* -0.27 -0.317 -0.378 -.603* 0.003 464** 734** 1 .802%* T71%* .670** 0.346 921** 0.28 0.336 0.397 0.383 -0.232 0.125 0.218 -0.296 0.101 0.134 0.307 0.121 0.205 0.178 -0.086 0.118 .556** -0.417 -0.205 -.556** -0.239 -0.336 -0.425 -0.337 -0.223 -0.281 -0.293 -0.302
p-value 0.497 0.647 0.896 0.86 0.128 0.023 0.351 0.231 0.148 0.013 0.985 0.008 <0.001 <0.001 0,000 <0.001 0.052 <0.001 0.196 0.117 0.06 0.071 0.288 0.561 0.306 0.171 0.646 0.532 0.154 0.573 0.337 0.405 0.688 0.592 0.006 0.054 0.374 0.009 0.296 0.136 0.055 0.146 0.344 0.205 0.186 0.171
Sholl sphere_80 micron Pearson Correlation  -0.156 -0.108 -0.046 -0.099 -.359* -.562* 0.014 -0.265 -0.256 -.645** -0.095 0.304 .654** .802%* 1 .854** .704** 489** .904** 0.396 .499* 0.41 462* -0.23 412% 0.379 -0.397 0.338 0.332 0.21 -0.018 0.086 0.371 -0.002 0.271 .512% -0.366 -0.072 -0.344 -0.313 -0.386 -.449* -0.299 -0.173 -0.254 -0.337 -0.327
p-value 0.41 0.564 0.805 0.597 0.043 0.029 0.961 0.321 0.339 0.007 0.613 0.09 <0.001 <0.001 0,000 <0.001 0.005 <0.001 0.061 0.015 0.052 0.026 0.292 0.046 0.068 0.06 0.114 0.113 0.336 0.932 0.688 0.074 0.994 0.211 0.013 0.093 0.756 0.127 0.166 0.084 0.041 0.201 0.465 0.254 0.125 0.138
Sholl sphere_100 micron Pearson Correlation  -0.133 0.072 0.094 0.139 -0.127 -.673** -0.116 -0.027 -0.427 -.575* -0.079 0.085 A471** T71%* .854%** 1 .820** .589** .851** 0.397 .443* 0.327 0.399 -0.211 0.389 .454* -0.209 0.339 0.307 0.321 -0.02 0.103 0.258 -0.023 0.307 .483* -0.277 0.046 -.516* -0.365 -.433* -0.286 -0.143 -0.029 -0.072 -0.212 -0.206
p-value 0.482 0.700 0.617 0.457 0.489 0.006 0.693 0.92 0.099 0.02 0.673 0.642 0.007 <0.001 0,000 <0.001 <0.001 <0.001 0.061 0.034 0.127 0.059 0.335 0.06 0.026 0.339 0.114 0.145 0.136 0.925 0.631 0.224 0.914 0.154 0.019 0.212 0.844 0.017 0.103 0.05 0.208 0.547 0.903 0.749 0.344 0.358
Sholl sphere_120 micron Pearson Correlation  -0.168 -0.045 -0.028 0.013 -0.02 -.600* -0.234 -0.123 -0.319 -0.401 -0.22 -0.017 0.33 .670%* .704%* .820** 1 .542** T37** 0.238 420* 0.263 0.325 -0.169 417* .505* -0.152 0.281 0.312 0.123 -0.187 -0.131 0.174 0.013 0.311 .465* -0.22 0.057 -0.388 -0.232 -0.244 -0.117 0.007 -0.006 -0.149 -0.224 -0.19
p-value 0.374 0.808 0.882 0.946 0.915 0.018 0.421 0.649 0.228 0.124 0.233 0.927 0.065 0,000 <0.001 <0.001 0.001 <0.001 0.273 0.046 0.225 0.13 0.441 0.043 0.012 0.488 0.194 0.138 0.577 0.383 0.542 0.417 0.954 0.148 0.025 0.326 0.805 0.082 0.313 0.285 0.614 0.976 0.978 0.509 0.317 0.397
Sholl sphere_140 micron Pearson Correlation 0.194 0.226 0.350 0.330 0.004 -0.214 0.205 0.166 -0.151 -0.184 -0.301 0.007 0.076 0.346 489%* .589** .542%** 1 472%* 0.208 0.183 0.046 0.131 -0.304 0.362 0.393 -0.212 0.125 0.11 0.191 -0.128 0.046 0.237 -0.062 0.228 0.226 0.158 0.248 -0.273 -0.178 -0.272 -0.188 -0.031 0.006 -0.105 -0.169 -0.146
p-value 0.305 0.222 0.054 0.07 0.983 0.443 0.482 0.539 0.576 0.494 0.100 0.971 0.679 0.052 0.005 <0.001 0.001 0.006 0.342 0.402 0.835 0.551 0.158 0.082 0.058 0.332 0.569 0.61 0.383 0.551 0.831 0.265 0.774 0.295 0.3 0.483 0.278 0.23 0.439 0.232 0.414 0.897 0.980 0.642 0.453 0.518
total arborization Pearson Correlation  -0.174 -0.145 -0.024 0.027 -0.346 -.537* -0.039 -0.241 -0.368 -.639** -0.04 463** 752%* 921 %* .904** .851%* TJ37** 472%* 1 0.355 0.391 423* 429* -0.246 0.28 0.36 -0.314 0.231 0.285 0.243 0.054 0.15 0.229 -0.059 0.183 .546** -.459* -0.189 -.458* -0.249 -0.387 -0.343 -0.222 -0.12 -0.157 -0.188 -0.195
p-value 0.359 0.437 0.897 0.885 0.052 0.039 0.896 0.369 0.161 0.008 0.831 0.008 <0.001 <0.001 <0.001 <0.001 <0.001 0.006 0.096 0.065 0.044 0.041 0.257 0.184 0.084 0.144 0.288 0.178 0.265 0.801 0.483 0.281 0.783 0.403 0.007 0.032 0.412 0.037 0.277 0.083 0.128 0.348 0.615 0.486 0.402 0.385
dendritic spine density_50 micron Pearson Correlation  -0.218 -0.108 -0.077 -0.038 0.064 -0.233 0.344 0.043 0.241 -0.019 -0.166 0.142 0.023 0.28 0.396 0.397 0.238 0.208 0.355 1 J75%* 743%* 875** -0.294 -0.117 0.139 -0.257 0.084 0.103 0.253 -0.011 0.104 0.13 -0.219 -0.102 0.083 -0.294 -0.197 0.186 .454* 0.233 0.121 .501* 0.277 -0.071 -0.075 -0.235
p-value 0.342 0.632 0.734 0.865 0.770 0.403 0.228 0.875 0.369 0.945 0.461 0.518 0.918 0.196 0.061 0.061 0.273 0.342 0.096 <0.001 <0.001 <0.001 0.184 0.594 0.528 0.249 0.711 0.64 0.245 0.962 0.637 0.556 0.315 0.651 0.713 0.196 0.406 0.42 0.039 0.31 0.6 0.025 0.237 0.753 0.741 0.292
dendritic spine density_100 micron Pearson Correlation  -0.127 -0.151 -0.191 -0.273 0.017 -.566* -0.014 0.094 0.398 -0.025 -0.317 -0.162 0.044 0.336 .499* .443* 420* 0.183 0.391 J75%* 1 .819%* .920** 0.088 0.057 0.105 -0.005 0.132 0.106 0.259 -0.162 -0.05 0.274 -0.297 -0.117 0.098 -0.332 -0.196 0.129 0.343 0.224 0.104 0.314 0.258 -0.251 -0.191 -0.223
p-value 0.585 0.503 0.393 0.219 0.938 0.028 0.961 0.729 0.127 0.926 0.150 0.460 0.844 0.117 0.015 0.034 0.046 0.402 0.065 <0.001 <0.001 <0.001 0.696 0.796 0.634 0.981 0.559 0.63 0.233 0.46 0.822 0.206 0.168 0.605 0.663 0.141 0.407 0.577 0.128 0.330 0.655 0.178 0.272 0.259 0.394 0.318
dendritic spine density_150 micron Pearson Correlation -0.25 -0.194 -0.12 -0.183 -0.048 -0.475 0.086 0.066 0.451 -0.01 -0.174 0.171 0.191 0.397 0.41 0.327 0.263 0.046 423* .743%* .819%* 1 .959** 0.043 -0.216 -0.133 0.007 0,000 -0.056 0.302 0.134 0.29 0.291 -0.144 0.03 0.221 -.456* -0.295 0.04 0.31 0.085 -0.081 0.168 0.039 -0.056 -0.034 -0.055
p-value 0.275 0.387 0.594 0.414 0.827 0.073 0.770 0.807 0.080 0.97 0.437 0.436 0.384 0.060 0.052 0.127 0.225 0.835 0.044 <0.001 <0.001 <0.001 0.848 0.322 0.546 0.974 0.998 0.801 0.161 0.543 0.18 0.178 0.511 0.896 0.323 0.038 0.206 0.864 0.172 0.713 0.728 0.479 0.869 0.806 0.881 0.806
total number of dendritic spines Pearson Correlation  -0.224 -0.171 -0.139 -0.189 -0.002 -0.465 0.127 0.057 0.407 -0.019 -0.24 0.091 0.127 0.383 462* 0.399 0.325 0.131 429* .875%* .920%** .959%* 1 -0.029 -0.137 -0.011 -0.069 0.052 0.024 0.293 0.021 0.162 0.269 -0.206 -0.042 0.169 -0.399 -0.252 0.111 0.38 0.170 0.014 0.308 0.159 -0.124 -0.091 -0.149
p-value 0.329 0.446 0.539 0.399 0.992 0.081 0.665 0.835 0.118 0.943 0.283 0.679 0.564 0.071 0.026 0.059 0.13 0.551 0.041 <0.001 <0.001 <0.001 0.9 0.534 0.96 0.759 0.819 0.912 0.175 0.923 0.459 0.214 0.345 0.853 0.451 0.073 0.283 0.633 0.09 0.461 0.952 0.187 0.504 0.584 0.687 0.508
E/I ratio of PrL cortex Pearson Correlation 0.035 -0.148 -0.049 -0.125 -0.112 -0.036 -0.242 -0.046 0.002 0.04 0.095 -0.291 -0.075 -0.232 -0.23 -0.211 -0.169 -0.304 -0.246 -0.294 0.088 0.043 -0.029 1 0.029 -.437* .855%* 0.081 -0.239 0.191 -0.233 -0.149 0.301 0.089 0.085 -0.332 -0.018 -0.08 0.086 -0.115 -0.074 0.165 -0.217 -0.164 0.342 0.375 .474*
p-value 0.882 0.511 0.827 0.579 0.612 0.903 0.427 0.87 0.994 0.888 0.675 0.179 0.734 0.288 0.292 0.335 0.441 0.158 0.257 0.184 0.696 0.848 0.9 0.897 0.037 <0.001 0.72 0.272 0.395 0.285 0.499 0.163 0.685 0.706 0.131 0.94 0.738 0.718 0.63 0.757 0.488 0.372 0.501 0.129 0.094 0.03
density of VGLUT1 expressing puncta in PrL Pearson Correlation 0.087 0.098 0.170 0.006 -0.183 0.018 0.069 -0.11 -0.286 -0.397 -0.139 -0.05 0.119 0.125 412* 0.389 417* 0.362 0.28 -0.117 0.057 -0.216 -0.137 0.029 1 751%* 0.057 .796** .616** -0.126 -0.248 -0.288 0.284 0.215 441* 0.03 -0.103 0.216 -0.109 -0.248 -0.163 -0.162 0.009 0.042 -0.08 0.099 0.058
p-value 0.700 0.657 0.438 0.979 0.391 0.95 0.815 0.685 0.283 0.128 0.528 0.818 0.581 0.561 0.046 0.06 0.043 0.082 0.184 0.594 0.796 0.322 0.534 0.897 0,000 0.798 0,000 0.001 0.565 0.242 0.173 0.179 0.312 0.035 0.89 0.65 0.348 0.638 0.279 0.480 0.483 0.97 0.861 0.724 0.662 0.797
density of VGAT expressing puncta in PrL Pearson Correlation ~ -0.004 0.148 0.157 0.081 -0.093 0.092 0.401 0.048 -0.232 -0.209 -0.122 -0.087 0.043 0.218 0.379 .454* .505* 0.393 0.36 0.139 0.105 -0.133 -0.011 -.437* 751** 1 -0.329 .656** .825** -0.278 -0.137 -0.251 -0.013 -0.064 0.081 0.116 -0.176 0.028 -0.11 -0.008 0.018 -0.052 0.243 0.182 -0.234 -0.04 -0.141
p-value 0.987 0.500 0.473 0.715 0.664 0.744 0.155 0.86 0.388 0.436 0.58 0.685 0.842 0.306 0.068 0.026 0.012 0.058 0.084 0.528 0.634 0.546 0.96 0.037 <0.001 0.125 0.001 0,000 0.199 0.524 0.237 0.952 0.767 0.712 0.6 0.433 0.903 0.636 0.973 0.939 0.823 0.303 0.443 0.294 0.858 0.530
E/I ratio of IL cortex Pearson Correlation  -0.154 -0.224 -0.043 -0.048 0.006 0.063 -0.277 0.227 0.066 0.383 0.118 -0.335 -0.292 -0.296 -0.397 -0.209 -0.152 -0.212 -0.314 -0.257 -0.005 0.007 -0.069 .855%* 0.057 -0.329 1 0.212 -0.293 0.254 -0.164 -0.043 0.115 0.108 0.133 -0.394 -0.107 -0.123 0.101 0.053 0.044 0.273 0.040 -0.023 0.41 0.384 .451*
p-value 0.506 0.316 0.851 0.833 0.979 0.831 0.36 0.416 0.814 0.158 0.601 0.118 0.176 0.171 0.06 0.339 0.488 0.332 0.144 0.249 0.981 0.974 0.759 <0.001 0.798 0.125 0.342 0.175 0.254 0.454 0.845 0.6 0.624 0.556 0.07 0.646 0.605 0.673 0.823 0.853 0.244 0.871 0.927 0.065 0.085 0.04
density of VGLUT1 expressing puncta in IL Pearson Correlation  -0.191 -0.021 -0.011 -0.115 -0.234 0.153 0.242 0.055 -0.08 -0.068 -0.011 -0.072 0.111 0.101 0.338 0.339 0.281 0.125 0.231 0.084 0.132 0,000 0.052 0.081 796** .656%* 0.212 1 734** -0.116 -0.19 -0.202 0.34 0.372 .466* -0.003 -0.231 0.086 -0.151 -0.131 -0.045 -0.086 0.081 0.072 -0.158 0.12 0.004
p-value 0.406 0.927 0.963 0.610 0.282 0.602 0.425 0.845 0.777 0.811 0.962 0.746 0.614 0.646 0.114 0.114 0.194 0.569 0.288 0.711 0.559 0.998 0.819 0.72 <0.001 0.001 0.342 <0.001 0.607 0.386 0.354 0.113 0.081 0.029 0.989 0.314 0.72 0.526 0.582 0.85 0.719 0.74 0.764 0.495 0.604 0.986
density of VGAT expressing puncta in IL Pearson Correlation  -0.068 0.100 0.013 -0.075 -0.258 0.22 .573* 0.047 -0.101 -0.125 0.04 -0.059 0.152 0.134 0.332 0.307 0.312 0.11 0.285 0.103 0.106 -0.056 0.024 -0.239 .616** .825%* -0.293 .734%* 1 -0.308 -0.132 -0.229 0.132 0.025 0.029 0.092 -0.187 -0.035 -0.082 -0.06 0.039 -0.013 0.100 0.165 -0.248 0.014 -0.077
p-value 0.763 0.651 0.953 0.735 0.224 0.431 0.032 0.863 0.71 0.645 0.857 0.786 0.478 0.532 0.113 0.145 0.138 0.61 0.178 0.64 0.63 0.801 0.912 0.272 0.001 0,000 0.175 <0.001 0.153 0.537 0.283 0.539 0.907 0.897 0.675 0.404 0.882 0.722 0.797 0.867 0.957 0.676 0.487 0.265 0.95 0.732
density of CB1R+ puncta on pyramidal neurons of PrL Pearson Correlation -0.14 -0.008 -0.076 0.042 0.215 -0.5 -0.295 0.281 0.013 -0.123 0.193 0.158 0.105 0.307 0.21 0.321 0.123 0.191 0.243 0.253 0.259 0.302 0.293 0.191 -0.126 -0.278 0.254 -0.116 -0.308 1 0.047 .502* 0.333 -0.237 0.208 0.12 -0.2 -0.094 -0.386 0.043 -0.012 -0.338 -0.106 -0.153 0.191 -0.129 -0.126
p-value 0.545 0.972 0.736 0.854 0.326 0.058 0.305 0.291 0.962 0.65 0.389 0.471 0.633 0.154 0.336 0.136 0.577 0.383 0.265 0.245 0.233 0.161 0.175 0.395 0.565 0.199 0.254 0.607 0.153 0.83 0.015 0.12 0.277 0.353 0.594 0.384 0.693 0.084 0.853 0.959 0.134 0.656 0.52 0.394 0.568 0.576
density of SYN+ puncta on pyramidal neurons of PrL Pearson Correlation  -0.026 -0.05 0.161 0.173 -.507* -.515* -0.204 0.393 -0.229 -0.297 .497* 0.154 0.17 0.121 -0.018 -0.02 -0.187 -0.128 0.054 -0.011 -0.162 0.134 0.021 -0.233 -0.248 -0.137 -0.164 -0.19 -0.132 0.047 1 .837** -0.388 0.165 -0.16 0.327 -0.191 -0.309 -0.323 -0.432 -0.432 -476* -0.347 -0.435 -0.124 -0.19 -0.177
p-value 0.907 0.822 0.464 0.429 0.011 0.049 0.485 0.133 0.395 0.263 0.016 0.472 0.426 0.573 0.932 0.925 0.383 0.551 0.801 0.962 0.46 0.543 0.923 0.285 0.242 0.524 0.454 0.386 0.537 0.83 <0.001 0.061 0.441 0.467 0.128 0.395 0.173 0.153 0.051 0.05 0.029 0.134 0.055 0.581 0.398 0.429
density of CB1R+ puncta coexpressing SYN on pyramidal neurons of PrL  Pearson Correlation ~ -0.095 -0.023 0.127 0.181 -0.352 -.565* -0.085 0.483 -0.126 -0.223 .500* 0.247 0.125 0.205 0.086 0.103 -0.131 0.046 0.15 0.104 -0.05 0.29 0.162 -0.149 -0.288 -0.251 -0.043 -0.202 -0.229 .502* .837** 1 -0.109 -0.043 -0.06 0.333 -0.186 -0.223 -0.422 -0.276 -0.367 -.526* -0.289 -0.379 0.06 -0.183 -0.171
p-value 0.673 0.919 0.562 0.407 0.092 0.028 0.774 0.058 0.642 0.406 0.015 0.245 0.559 0.337 0.688 0.631 0.542 0.831 0.483 0.637 0.822 0.18 0.459 0.499 0.173 0.237 0.845 0.354 0.283 0.015 <0.001 0.612 0.841 0.786 0.12 0.407 0.331 0.057 0.226 0.101 0.014 0.216 0.099 0.791 0.416 0.448
density of CB1R+ puncta on pyramidal neurons of IL Pearson Correlation 0.167 0.023 -0.105 -0.265 0.011 0.125 0.267 -0.274 0.1 -0.246 -0.207 0.086 0.235 0.178 0.371 0.258 0.174 0.237 0.229 0.13 0.274 0.291 0.269 0.301 0.284 -0.013 0.115 0.34 0.132 0.333 -0.388 -0.109 1 0.239 .649** 0.074 0.111 0.405 -0.209 -0.011 -0.009 -0.358 -0.281 -0.031 -0.062 0.249 0.23
p-value 0.458 0.916 0.635 0.222 0.958 0.658 0.355 0.304 0.713 0.359 0.344 0.69 0.27 0.405 0.074 0.224 0.417 0.265 0.281 0.556 0.206 0.178 0.214 0.163 0.179 0.952 0.6 0.113 0.539 0.12 0.061 0.612 0.26 0.001 0.736 0.624 0.068 0.363 0.964 0.968 0.112 0.231 0.896 0.783 0.263 0.303
density of SYN+ puncta on pyramidal neurons of IL Pearson Correlation  -0.116 -0.074 -0.032 -0.162 -0.096 0.092 -0.114 0.013 -0.042 -0.103 0.032 0.055 0.125 -0.086 -0.002 -0.023 0.013 -0.062 -0.059 -0.219 -0.297 -0.144 -0.206 0.089 0.215 -0.064 0.108 0.372 0.025 -0.237 0.165 -0.043 0.239 1 728** 0.05 0.141 0.328 -0.099 -.560** -0.34 -0.354 -0.43 -0.422 -0.115 0.085 0.134
p-value 0.608 0.736 0.884 0.459 0.654 0.744 0.698 0.96 0.878 0.704 0.885 0.798 0.56 0.688 0.994 0.914 0.954 0.774 0.783 0.315 0.168 0.511 0.345 0.685 0.312 0.767 0.624 0.081 0.907 0.277 0.441 0.841 0.26 0.001 0.819 0.532 0.147 0.669 0.008 0.132 0.115 0.059 0.064 0.61 0.707 0.553
density of CB1R+ puncta coexpressing SYN on pyramidal neurons of IL  Pearson Correlation 0.025 0.053 0.054 -0.045 0.132 0.036 0.099 -0.197 -0.035 -0.345 -0.112 0.065 0.165 0.118 0.271 0.307 0.311 0.228 0.183 -0.102 -0.117 0.03 -0.042 0.085 441* 0.081 0.133 .466* 0.029 0.208 -0.16 -0.06 .649** 728** 1 0.134 0.209 .637%** -0.37 -0.441 -0.43 -.561** -0.384 -0.278 0.027 0.195 0.184
p-value 0.915 0.814 0.813 0.842 0.549 0.899 0.735 0.465 0.897 0.19 0.62 0.77 0.452 0.592 0.211 0.154 0.148 0.295 0.403 0.651 0.605 0.896 0.853 0.706 0.035 0.712 0.556 0.029 0.897 0.353 0.467 0.786 0.001 <0.001 0.552 0.364 0.003 0.109 0.052 0.058 0.01 0.105 0.25 0.908 0.398 0.424
density of CB1R+ puncta on pyramidal neurons of Cgl Pearson Correlation  -0.293 -0.306 -0.374 -0.086 -0.292 -.579* -0.225 -0.245 -0.427 -0.45 0.218 0.257 0.411 .556%* .512* .483* .465* 0.226 .546** 0.083 0.098 0.221 0.169 -0.332 0.03 0.116 -0.394 -0.003 0.092 0.12 0.327 0.333 0.074 0.05 0.134 1 -0.105 0.392 -.584** -.529* -.550* -0.388 -0.394 -0.28 0.007 -0.045 -0.044
p-value 0.197 0.167 0.087 0.705 0.176 0.03 0.46 0.38 0.112 0.092 0.331 0.237 0.051 0.006 0.013 0.019 0.025 0.3 0.007 0.713 0.663 0.323 0.451 0.131 0.89 0.6 0.07 0.989 0.675 0.594 0.128 0.12 0.736 0.819 0.552 0.642 0.079 0.007 0.017 0.012 0.091 0.086 0.246 0.976 0.848 0.85
density of SYN+ puncta on pyramidal neurons of Cgl Pearson Correlation ~ .621%* .510* 0.306 0.345 0.183 0.257 0.1 -0.271 -0.134 -0.073 -0.366 -0.158 -0.293 -0.417 -0.366 -0.277 -0.22 0.158 -.459* -0.294 -0.332 -.456* -0.399 -0.018 -0.103 -0.176 -0.107 -0.231 -0.187 -0.2 -0.191 -0.186 0.111 0.141 0.209 -0.105 1 778%* -0.093 -0.23 -0.12 0.097 -0.066 0.092 0.026 0.187 0.223
p-value 0.003 0.018 0.177 0.126 0.415 0.396 0.757 0.349 0.649 0.805 0.103 0.483 0.186 0.054 0.093 0.212 0.326 0.483 0.032 0.196 0.141 0.038 0.073 0.94 0.65 0.433 0.646 0.314 0.404 0.384 0.395 0.407 0.624 0.532 0.364 0.642 <0.001 0.703 0.344 0.624 0.692 0.787 0.716 0.913 0.430 0.345
density of CB1R+ puncta coexpressing SYN on pyramidal neurons of Cgl Pearson Correlation 0.403 0.330 0.092 0.216 0.249 0.07 0.11 -0.551 -0.357 -0.333 -0.315 -0.084 -0.123 -0.205 -0.072 0.046 0.057 0.248 -0.189 -0.197 -0.196 -0.295 -0.252 -0.08 0.216 0.028 -0.123 0.086 -0.035 -0.094 -0.309 -0.223 0.405 0.328 .637** 0.392 778** 1 -0.266 -0.363 -0.279 -0.016 -0.128 0.123 0.111 0.304 0.333
p-value 0.078 0.155 0.700 0.359 0.276 0.828 0.734 0.051 0.231 0.267 0.176 0.716 0.594 0.374 0.756 0.844 0.805 0.278 0.412 0.406 0.407 0.206 0.283 0.738 0.348 0.903 0.605 0.72 0.882 0.693 0.173 0.331 0.068 0.147 0.003 0.079 <0.001 0.286 0.139 0.261 0.949 0.613 0.637 0.65 0.205 0.163
density of PV+ interneurons in PrL Pearson Correlation -0.1 -0.109 -0.028 -0.201 0.363 .521* 0.469 0.098 0.328 0.479 -0.227 -0.139 -0.385 -.556** -0.344 -.516* -0.388 -0.273 -.458* 0.186 0.129 0.04 0.111 0.086 -0.109 -0.11 0.101 -0.151 -0.082 -0.386 -0.323 -0.422 -0.209 -0.099 -0.37 -.584** -0.093 -0.266 1 .560** .585** .585%* .580** 0.413 0.132 -0.002 0.095
p-value 0.674 0.638 0.906 0.381 0.106 0.046 0.091 0.718 0.215 0.06 0.335 0.548 0.085 0.009 0.127 0.017 0.082 0.230 0.037 0.420 0.577 0.864 0.633 0.718 0.638 0.636 0.673 0.526 0.722 0.084 0.153 0.057 0.363 0.669 0.109 0.007 0.703 0.286 0.008 0.005 0.005 0.007 0.07 0.568 0.992 0.683
density of PNNs in PrL Pearson Correlation  -0.012 -0.074 -0.07 -0.054 .551%* 0.401 0.272 0.133 0.444 .509* -0.291 -0.057 -0.298 -0.239 -0.313 -0.365 -0.232 -0.178 -0.249 .454* 0.343 0.31 0.380 -0.115 -0.248 -0.008 0.053 -0.131 -0.06 0.043 -0.432 -0.276 -0.011 -.560** -0.441 -.529* -0.23 -0.363 .560** 1 .839** .529* .753%* .585%* -0.074 0.016 -0.08
p-value 0.958 0.750 0.762 0.818 0.010 0.139 0.346 0.624 0.085 0.044 0.213 0.807 0.189 0.296 0.166 0.103 0.313 0.439 0.277 0.039 0.128 0.172 0.090 0.630 0.279 0.973 0.823 0.582 0.797 0.853 0.051 0.226 0.964 0.008 0.052 0.017 0.344 0.139 0.008 <0.001 0.014 <0.001 0.007 0.748 0.944 0.729
density of PV+ interneurons surrounded by PNNs in PrL Pearson Correlation 0.043 0.010 -0.144 -0.175 .589** 0.479 -0.006 0.282 0.369 .547* -0.355 -0.246 -0.319 -0.336 -0.386 -.433* -0.244 -0.272 -0.387 0.233 0.224 0.085 0.170 -0.074 -0.163 0.018 0.044 -0.045 0.039 -0.012 -0.432 -0.367 -0.009 -0.34 -0.43 -.550* -0.12 -0.279 .585** .839** 1 .487* .658%* .510* -0.236 -0.119 -0.157
p-value 0.856 0.964 0.534 0.449 0.005 0.071 0.983 0.290 0.160 0.028 0.125 0.283 0.159 0.136 0.084 0.05 0.285 0.232 0.083 0.310 0.330 0.713 0.461 0.757 0.48 0.939 0.853 0.85 0.867 0.959 0.05 0.101 0.968 0.132 0.058 0.012 0.624 0.261 0.005 <0.001 0.025 0.002 0.022 0.302 0.607 0.498
density of PV+ interneurons in IL Pearson Correlation 0.008 -0.054 -0.02 0.174 0.343 0.378 0.112 0.198 0.108 .552* -0.196 -0.314 -0.358 -0.425 -.449* -0.286 -0.117 -0.188 -0.343 0.121 0.104 -0.081 0.014 0.165 -0.162 -0.052 0.273 -0.086 -0.013 -0.338 -.476* -.526* -0.358 -0.354 -.561** -0.388 0.097 -0.016 .585** .529* A487* 1 .745%* .769%* 0.272 0.297 0.275
p-value 0.974 0.817 0.933 0.451 0.128 0.165 0.702 0.463 0.691 0.027 0.407 0.165 0.111 0.055 0.041 0.208 0.614 0.414 0.128 0.600 0.655 0.728 0.952 0.488 0.483 0.823 0.244 0.719 0.957 0.134 0.029 0.014 0.112 0.115 0.01 0.091 0.692 0.949 0.005 0.014 0.025 <0.001 0,000 0.233 0.192 0.228
density of PNNs in IL Pearson Correlation -0.06 -0.011 0.026 0.084 0.424 0.377 0.314 0.287 0.286 .535* -0.39 -0.097 -0.369 -0.337 -0.299 -0.143 0.007 -0.031 -0.222 .501* 0.314 0.168 0.308 -0.217 0.009 0.243 0.04 0.081 0.1 -0.106 -0.347 -0.289 -0.281 -0.43 -0.384 -0.394 -0.066 -0.128 .580** 753** .658** .745%* 1 .802** 0.151 0.179 0.112
p-value 0.807 0.964 0.913 0.725 0.062 0.184 0.296 0.299 0.302 0.04 0.098 0.683 0.109 0.146 0.201 0.547 0.976 0.897 0.348 0.025 0.178 0.479 0.187 0.372 0.97 0.303 0.871 0.74 0.676 0.656 0.134 0.216 0.231 0.059 0.105 0.086 0.787 0.613 0.007 <0.001 0.002 <0.001 <0.001 0.526 0.451 0.638
density of PV+ interneurons surrounded by PNNs in IL Pearson Correlation 0.214 0.070 -0.01 0.055 0.274 0.324 0.451 0.271 0.323 .525* -0.357 -0.2 -0.119 -0.223 -0.173 -0.029 -0.006 0.006 -0.12 0.277 0.258 0.039 0.159 -0.164 0.042 0.182 -0.023 0.072 0.165 -0.153 -0.435 -0.379 -0.031 -0.422 -0.278 -0.28 0.092 0.123 0.413 .585** .510* .769%* .802%* 1 0.002 0.215 0.201
p-value 0.380 0.768 0.966 0.817 0.242 0.259 0.122 0.329 0.241 0.044 0.133 0.397 0.619 0.344 0.465 0.903 0.978 0.98 0.615 0.237 0.272 0.869 0.504 0.501 0.861 0.443 0.927 0.764 0.487 0.52 0.055 0.099 0.896 0.064 0.25 0.246 0.716 0.637 0.070 0.007 0.022 <0.001 <0.001 0.992 0.363 0.395
density of PV+ interneurons in Cgl Pearson Correlation -0.22 -0.079 0.09 0.231 0.150 0.231 0.13 -0.166 -0.282 -0.035 0.188 0.189 -0.188 -0.281 -0.254 -0.072 -0.149 -0.105 -0.157 -0.071 -0.251 -0.056 -0.124 0.342 -0.08 -0.234 0.41 -0.158 -0.248 0.191 -0.124 0.06 -0.062 -0.115 0.027 0.007 0.026 0.111 0.132 -0.074 -0.236 0.272 0.151 0.002 1 .651%* .699%*
p-value 0.338 0.727 0.691 0.301 0.506 0.407 0.657 0.539 0.289 0.897 0.415 0.400 0.401 0.205 0.254 0.749 0.509 0.642 0.486 0.753 0.259 0.806 0.584 0.129 0.724 0.294 0.065 0.495 0.265 0.394 0.581 0.791 0.783 0.610 0.908 0.976 0.913 0.65 0.568 0.748 0.302 0.233 0.526 0.992 0.001 <0.001
density of PNNs in Cgl Pearson Correlation 0.174 -0.097 0.087 0.195 -0.171 0.456 0.183 -0.3 -0.303 -0.103 -0.002 0.164 0.018 -0.293 -0.337 -0.212 -0.224 -0.169 -0.188 -0.075 -0.191 -0.034 -0.091 0.375 0.099 -0.04 0.384 0.12 0.014 -0.129 -0.19 -0.183 0.249 0.085 0.195 -0.045 0.187 0.304 -0.002 0.016 -0.119 0.297 0.179 0.215 .651** 1 .920%*
p-value 0.451 0.668 0.699 0.385 0.447 0.088 0.531 0.26 0.254 0.704 0.993 0.466 0.937 0.186 0.125 0.344 0.317 0.453 0.402 0.741 0.394 0.881 0.687 0.094 0.662 0.858 0.085 0.604 0.950 0.568 0.398 0.416 0.263 0.707 0.398 0.848 0.430 0.205 0.992 0.944 0.607 0.192 0.451 0.363 0.001 <0.001
density of PV+ interneurons surrounded by PNNs in Cgl Pearson Correlation 0.117 -0.059 0.082 0.089 -0.079 0.356 0.143 -0.239 -0.231 -0.022 -0.078 0.121 0.017 -0.302 -0.327 -0.206 -0.19 -0.146 -0.195 -0.235 -0.223 -0.055 -0.149 .474* 0.058 -0.141 .451* 0.004 -0.077 -0.126 -0.177 -0.171 0.230 0.134 0.184 -0.044 0.223 0.333 0.095 -0.08 -0.157 0.275 0.112 0.201 .699** .920** 1
p-value 0.614 0.794 0.718 0.694 0.727 0.192 0.625 0.373 0.388 0.936 0.738 0.590 0.94 0.171 0.138 0.358 0.397 0.518 0.385 0.292 0.318 0.806 0.508 0.03 0.797 0.53 0.04 0.986 0.732 0.576 0.429 0.448 0.303 0.553 0.424 0.850 0.345 0.163 0.683 0.729 0.498 0.228 0.638 0.395 <0.001 <0.001
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SiaII	mRNA Pearson	Correlation 1 .606** .671** .596** -0.029 0.202 -0.021 -0.132 -0.123 -0.417 -.421* -0.112 0.085 -0.129 -0.156 -0.133 -0.168 0.194 -0.174 -0.218 -0.127 -0.25 -0.224 0.035 0.087 -0.004 -0.154 -0.191 -0.068 -0.14 -0.026 -0.095 0.167 -0.116 0.025 -0.293 .621** 0.403 -0.1 -0.012 0.043 0.008 -0.06 0.214 -0.22 0.174 117,000

p-value <	0.001 <	0.001 0.001 0.877 0.488 0.944 0.639 0.663 0.122 0.023 0.555 0.654 0.497 0.41 0.482 0.374 0.305 0.359 0.342 0.585 0.275 0.329 0.882 0.7 0.987 0.506 0.406 0.763 0.545 0.907 0.673 0.458 0.608 0.915 0.197 0.003 0.078 0.674 0.958 0.856 0.974 0.807 0.380 0.338 0.451 0.614

SiaIV	mRNA Pearson	Correlation .606** 1 .835** .652** .400* 0.052 -0.036 -0.019 0.002 -0.254 -.470** -0.159 -0.068 -0.086 -0.108 0.072 -0.045 0.226 -0.145 -0.108 -0.151 -0.194 -0.171 -0.148 0.098 0.148 -0.224 -0.021 0.100 -0.008 -0.05 -0.023 0.023 -0.074 0.053 -0.306 .510* 0.33 -0.109 -0.074 0.01 -0.054 -0.011 0.070 -0.079 -0.097 -0.059

p-value <	0.001 <	0.001 <	0.001 0.026 0.854 0.903 0.944 0.993 0.342 0.009 0.394 0.718 0.647 0.564 0.700 0.808 0.222 0.437 0.632 0.503 0.387 0.446 0.511 0.657 0.5 0.316 0.927 0.651 0.972 0.822 0.919 0.916 0.736 0.814 0.167 0.018 0.155 0.638 0.75 0.964 0.817 0.964 0.768 0.727 0.668 0.794

CB1R	mRNA Pearson	Correlation .671** .835** 1 .842** 0.108 0.089 0.051 0.011 -0.125 -0.32 -.371* -0.038 0.032 -0.025 -0.046 0.094 -0.028 0.350 -0.024 -0.077 -0.191 -0.12 -0.139 -0.049 0.17 0.157 -0.043 -0.011 0.013 -0.076 0.161 0.127 -0.105 -0.032 0.054 -0.374 0.306 0.092 -0.028 -0.07 -0.144 -0.02 0.026 -0.01 0.09 0.087 0.082

p-value <	0.001 <	0.001 <	0.001 0.562 0.753 0.863 0.966 0.644 0.227 0.044 0.839 0.864 0.896 0.805 0.617 0.882 0.054 0.897 0.734 0.393 0.594 0.539 0.827 0.438 0.473 0.851 0.963 0.953 0.736 0.464 0.562 0.635 0.884 0.813 0.087 0.177 0.700 0.906 0.762 0.534 0.933 0.913 0.966 0.691 0.699 0.718

ErbB4	mRNA Pearson	Correlation .596** .652** .842** 1 0.095 0.01 -0.152 -0.025 -0.414 -0.347 -0.184 -0.01 0.08 0.033 -0.099 0.139 0.013 0.330 0.027 -0.038 -0.273 -0.183 -0.189 -0.125 0.006 0.081 -0.048 -0.115 -0.075 0.042 0.173 0.181 -0.265 -0.162 -0.045 -0.086 0.345 0.216 -0.201 -0.054 -0.175 0.174 0.084 0.055 0.231 0.195 0.089

p-value 0.001 <	0.001 <	0.001 0.609 0.971 0.603 0.926 0.111 0.187 0.331 0.958 0.667 0.86 0.597 0.457 0.946 0.070 0.885 0.865 0.219 0.414 0.399 0.579 0.979 0.715 0.833 0.61 0.735 0.854 0.429 0.407 0.222 0.459 0.842 0.705 0.126 0.359 0.381 0.818 0.449 0.451 0.725 0.817 0.301 0.385 0.694

GAD67	mRNA Pearson	Correlation -0.029 .400* 0.108 0.095 1 0.201 -0.146 0.088 0.424 0.431 -0.3 -0.28 -.484** -0.275 -.359* -0.127 -0.02 0.004 -0.346 0.064 0.017 -0.048 -0.002 -0.112 -0.183 -0.093 0.006 -0.234 -0.258 0.215 -.507* -0.352 0.011 -0.096 0.132 -0.292 0.183 0.249 0.363 .551** .589** 0.343 0.424 0.274 0.15 -0.171 -0.079

p-value 0.877 0.026 0.562 0.609 0.473 0.62 0.746 0.101 0.096 0.101 0.121 0.005 0.128 0.043 0.489 0.915 0.983 0.052 0.770 0.938 0.827 0.992 0.612 0.391 0.664 0.979 0.282 0.224 0.326 0.011 0.092 0.958 0.654 0.549 0.176 0.415 0.276 0.106 0.01 0.005 0.128 0.062 0.242 0.506 0.447 0.727

SYN	protein Pearson	Correlation 0.202 0.052 0.089 0.010 0.201 1 0.429 -0.091 0.055 0.348 -0.141 0.197 -0.234 -.581* -.562* -.673** -.600* -0.214 -.537* -0.233 -.566* -0.475 -0.465 -0.036 0.018 0.092 0.063 0.153 0.220 -0.5 -.515* -.565* 0.125 0.092 0.036 -.579* 0.257 0.070 .521* 0.401 0.479 0.378 0.377 0.324 0.231 0.456 0.356

p-value 0.488 0.854 0.753 0.971 0.473 0.126 0.747 0.846 0.204 0.631 0.482 0.401 0.023 0.029 0.006 0.018 0.443 0.039 0.403 0.028 0.073 0.081 0.903 0.950 0.744 0.831 0.602 0.431 0.058 0.049 0.028 0.658 0.744 0.899 0.03 0.396 0.828 0.046 0.139 0.071 0.165 0.184 0.259 0.407 0.088 0.192

GAD	protein Pearson	Correlation -0.021 -0.036 0.051 -0.152 -0.146 0.429 1 -0.116 0.29 0.223 0.041 0.281 -0.145 -0.27 0.014 -0.116 -0.234 0.205 -0.039 0.344 -0.014 0.086 0.127 -0.242 0.069 0.401 -0.277 0.242 .573* -0.295 -0.204 -0.085 0.267 -0.114 0.099 -0.225 0.100 0.110 0.469 0.272 -0.006 0.112 0.314 0.451 0.13 0.183 0.143

p-value 0.944 0.903 0.863 0.603 0.62 0.126 0.694 0.315 0.444 0.894 0.33 0.622 0.351 0.961 0.693 0.421 0.482 0.896 0.228 0.961 0.77 0.665 0.427 0.815 0.155 0.360 0.425 0.032 0.305 0.485 0.774 0.355 0.698 0.735 0.46 0.757 0.734 0.091 0.346 0.983 0.702 0.296 0.122 0.657 0.531 0.625

PrL	cortex	volume Pearson	Correlation -0.132 -0.019 0.011 -0.025 0.088 -0.091 -0.116 1 0.404 .546* 0.265 -.598* -.565* -0.317 -0.265 -0.027 -0.123 0.166 -0.241 0.043 0.094 0.066 0.057 -0.046 -0.11 0.048 0.227 0.055 0.047 0.281 0.393 0.483 -0.274 0.013 -0.197 -0.245 -0.271 -0.551 0.098 0.133 0.282 0.198 0.287 0.271 -0.166 -0.3 -0.239

p-value 0.639 0.944 0.966 0.926 0.746 0.747 0.694 0.121 0.029 0.339 0.014 0.023 0.231 0.321 0.920 0.649 0.539 0.369 0.875 0.729 0.807 0.835 0.870 0.685 0.860 0.416 0.845 0.863 0.291 0.133 0.058 0.304 0.96 0.465 0.38 0.349 0.051 0.718 0.624 0.29 0.463 0.299 0.329 0.539 0.26 0.373

IL	cortex	volume Pearson	Correlation -0.123 0.002 -0.125 -0.414 0.424 0.055 0.29 0.404 1 .649** -0.393 -0.252 -.512* -0.378 -0.256 -0.427 -0.319 -0.151 -0.368 0.241 0.398 0.451 0.407 0.002 -0.286 -0.232 0.066 -0.08 -0.101 0.013 -0.229 -0.126 0.1 -0.042 -0.035 -0.427 -0.134 -0.357 0.328 0.444 0.369 0.108 0.286 0.323 -0.282 -0.303 -0.231

p-value 0.663 0.993 0.644 0.111 0.101 0.846 0.315 0.121 0.007 0.148 0.347 0.043 0.148 0.339 0.099 0.228 0.576 0.161 0.369 0.127 0.080 0.118 0.994 0.283 0.388 0.814 0.777 0.71 0.962 0.395 0.642 0.713 0.878 0.897 0.112 0.649 0.231 0.215 0.085 0.16 0.691 0.302 0.241 0.289 0.254 0.388

Cg1	cortex	volume Pearson	Correlation -0.417 -0.254 -0.32 -0.347 0.431 0.348 0.223 .546* .649** 1 -0.139 -0.441 -.762** -.603* -.645** -.575* -0.401 -0.184 -.639** -0.019 -0.025 -0.01 -0.019 0.04 -0.397 -0.209 0.383 -0.068 -0.125 -0.123 -0.297 -0.223 -0.246 -0.103 -0.345 -0.45 -0.073 -0.333 0.479 .509* .547* .552* .535* .525* -0.035 -0.103 -0.022

p-value 0.122 0.342 0.227 0.187 0.096 0.204 0.444 0.029 0.007 0.621 0.087 0.001 0.013 0.007 0.02 0.124 0.494 0.008 0.945 0.926 0.97 0.943 0.888 0.128 0.436 0.158 0.811 0.645 0.65 0.263 0.406 0.359 0.704 0.19 0.092 0.805 0.267 0.06 0.044 0.028 0.027 0.04 0.044 0.897 0.704 0.936

Sholl	sphere_0	micron Pearson	Correlation -.421* -.470** -.371* -0.184 -0.3 -0.141 0.041 0.265 -0.393 -0.139 1 0.004 -0.043 0.003 -0.095 -0.079 -0.22 -0.301 -0.04 -0.166 -0.317 -0.174 -0.24 0.095 -0.139 -0.122 0.118 -0.011 0.04 0.193 .497* .500* -0.207 0.032 -0.112 0.218 -0.366 -0.315 -0.227 -0.291 -0.355 -0.196 -0.39 -0.357 0.188 -0.002 -0.078

p-value 0.023 0.009 0.044 0.331 0.101 0.631 0.894 0.339 0.148 0.621 0.981 0.817 0.985 0.613 0.673 0.233 0.1 0.831 0.461 0.15 0.437 0.283 0.675 0.528 0.58 0.601 0.962 0.857 0.389 0.016 0.015 0.344 0.885 0.62 0.331 0.103 0.176 0.335 0.213 0.125 0.407 0.098 0.133 0.415 0.993 0.738

Sholl	sphere_20	micron Pearson	Correlation -0.112 -0.159 -0.038 -0.01 -0.28 0.197 0.281 -.598* -0.252 -0.441 0.004 1 .612** .464** 0.304 0.085 -0.017 0.007 .463** 0.142 -0.162 0.171 0.091 -0.291 -0.05 -0.087 -0.335 -0.072 -0.059 0.158 0.154 0.247 0.086 0.055 0.065 0.257 -0.158 -0.084 -0.139 -0.057 -0.246 -0.314 -0.097 -0.2 0.189 0.164 0.121

p-value 0.555 0.394 0.839 0.958 0.121 0.482 0.33 0.014 0.347 0.087 0.981 <	0.001 0.008 0.09 0.642 0.927 0.971 0.008 0.518 0.46 0.436 0.679 0.179 0.818 0.685 0.118 0.746 0.786 0.471 0.472 0.245 0.69 0.798 0.77 0.237 0.483 0.716 0.548 0.807 0.283 0.165 0.683 0.397 0.400 0.466 0.590

Sholl	sphere_40	micron Pearson	Correlation 0.085 -0.068 0.032 0.08 -.484** -0.234 -0.145 -.565* -.512* -.762** -0.043 .612** 1 .734** .654** .471** 0.33 0.076 .752** 0.023 0.044 0.191 0.127 -0.075 0.119 0.043 -0.292 0.111 0.152 0.105 0.17 0.125 0.235 0.125 0.165 0.411 -0.293 -0.123 -0.385 -0.298 -0.319 -0.358 -0.369 -0.119 -0.188 0.018 0.017

p-value 0.654 0.718 0.864 0.667 0.005 0.401 0.622 0.023 0.043 0.001 0.817 <	0.001 <	0.001 <	0.001 0.007 0.065 0.679 <	0.001 0.918 0.844 0.384 0.564 0.734 0.581 0.842 0.176 0.614 0.478 0.633 0.426 0.559 0.27 0.56 0.452 0.051 0.186 0.594 0.085 0.189 0.159 0.111 0.109 0.619 0.401 0.937 0.94

Sholl	sphere_60	micron Pearson	Correlation -0.129 -0.086 -0.025 0.033 -0.275 -.581* -0.27 -0.317 -0.378 -.603* 0.003 .464** .734** 1 .802** .771** .670** 0.346 .921** 0.28 0.336 0.397 0.383 -0.232 0.125 0.218 -0.296 0.101 0.134 0.307 0.121 0.205 0.178 -0.086 0.118 .556** -0.417 -0.205 -.556** -0.239 -0.336 -0.425 -0.337 -0.223 -0.281 -0.293 -0.302

p-value 0.497 0.647 0.896 0.86 0.128 0.023 0.351 0.231 0.148 0.013 0.985 0.008 <	0.001 <	0.001 0,000 <	0.001 0.052 <	0.001 0.196 0.117 0.06 0.071 0.288 0.561 0.306 0.171 0.646 0.532 0.154 0.573 0.337 0.405 0.688 0.592 0.006 0.054 0.374 0.009 0.296 0.136 0.055 0.146 0.344 0.205 0.186 0.171

Sholl	sphere_80	micron Pearson	Correlation -0.156 -0.108 -0.046 -0.099 -.359* -.562* 0.014 -0.265 -0.256 -.645** -0.095 0.304 .654** .802** 1 .854** .704** .489** .904** 0.396 .499* 0.41 .462* -0.23 .412* 0.379 -0.397 0.338 0.332 0.21 -0.018 0.086 0.371 -0.002 0.271 .512* -0.366 -0.072 -0.344 -0.313 -0.386 -.449* -0.299 -0.173 -0.254 -0.337 -0.327

p-value 0.41 0.564 0.805 0.597 0.043 0.029 0.961 0.321 0.339 0.007 0.613 0.09 <	0.001 <	0.001 0,000 <	0.001 0.005 <	0.001 0.061 0.015 0.052 0.026 0.292 0.046 0.068 0.06 0.114 0.113 0.336 0.932 0.688 0.074 0.994 0.211 0.013 0.093 0.756 0.127 0.166 0.084 0.041 0.201 0.465 0.254 0.125 0.138

Sholl	sphere_100	micron Pearson	Correlation -0.133 0.072 0.094 0.139 -0.127 -.673** -0.116 -0.027 -0.427 -.575* -0.079 0.085 .471** .771** .854** 1 .820** .589** .851** 0.397 .443* 0.327 0.399 -0.211 0.389 .454* -0.209 0.339 0.307 0.321 -0.02 0.103 0.258 -0.023 0.307 .483* -0.277 0.046 -.516* -0.365 -.433* -0.286 -0.143 -0.029 -0.072 -0.212 -0.206

p-value 0.482 0.700 0.617 0.457 0.489 0.006 0.693 0.92 0.099 0.02 0.673 0.642 0.007 <	0.001 0,000 <	0.001 <	0.001 <	0.001 0.061 0.034 0.127 0.059 0.335 0.06 0.026 0.339 0.114 0.145 0.136 0.925 0.631 0.224 0.914 0.154 0.019 0.212 0.844 0.017 0.103 0.05 0.208 0.547 0.903 0.749 0.344 0.358

Sholl	sphere_120	micron Pearson	Correlation -0.168 -0.045 -0.028 0.013 -0.02 -.600* -0.234 -0.123 -0.319 -0.401 -0.22 -0.017 0.33 .670** .704** .820** 1 .542** .737** 0.238 .420* 0.263 0.325 -0.169 .417* .505* -0.152 0.281 0.312 0.123 -0.187 -0.131 0.174 0.013 0.311 .465* -0.22 0.057 -0.388 -0.232 -0.244 -0.117 0.007 -0.006 -0.149 -0.224 -0.19

p-value 0.374 0.808 0.882 0.946 0.915 0.018 0.421 0.649 0.228 0.124 0.233 0.927 0.065 0,000 <	0.001 <	0.001 0.001 <	0.001 0.273 0.046 0.225 0.13 0.441 0.043 0.012 0.488 0.194 0.138 0.577 0.383 0.542 0.417 0.954 0.148 0.025 0.326 0.805 0.082 0.313 0.285 0.614 0.976 0.978 0.509 0.317 0.397

Sholl	sphere_140	micron Pearson	Correlation 0.194 0.226 0.350 0.330 0.004 -0.214 0.205 0.166 -0.151 -0.184 -0.301 0.007 0.076 0.346 .489** .589** .542** 1 .472** 0.208 0.183 0.046 0.131 -0.304 0.362 0.393 -0.212 0.125 0.11 0.191 -0.128 0.046 0.237 -0.062 0.228 0.226 0.158 0.248 -0.273 -0.178 -0.272 -0.188 -0.031 0.006 -0.105 -0.169 -0.146

p-value 0.305 0.222 0.054 0.07 0.983 0.443 0.482 0.539 0.576 0.494 0.100 0.971 0.679 0.052 0.005 <	0.001 0.001 0.006 0.342 0.402 0.835 0.551 0.158 0.082 0.058 0.332 0.569 0.61 0.383 0.551 0.831 0.265 0.774 0.295 0.3 0.483 0.278 0.23 0.439 0.232 0.414 0.897 0.980 0.642 0.453 0.518

total	arborization Pearson	Correlation -0.174 -0.145 -0.024 0.027 -0.346 -.537* -0.039 -0.241 -0.368 -.639** -0.04 .463** .752** .921** .904** .851** .737** .472** 1 0.355 0.391 .423* .429* -0.246 0.28 0.36 -0.314 0.231 0.285 0.243 0.054 0.15 0.229 -0.059 0.183 .546** -.459* -0.189 -.458* -0.249 -0.387 -0.343 -0.222 -0.12 -0.157 -0.188 -0.195

p-value 0.359 0.437 0.897 0.885 0.052 0.039 0.896 0.369 0.161 0.008 0.831 0.008 <	0.001 <	0.001 <	0.001 <	0.001 <	0.001 0.006 0.096 0.065 0.044 0.041 0.257 0.184 0.084 0.144 0.288 0.178 0.265 0.801 0.483 0.281 0.783 0.403 0.007 0.032 0.412 0.037 0.277 0.083 0.128 0.348 0.615 0.486 0.402 0.385

dendritic	spine	density_50	micron Pearson	Correlation -0.218 -0.108 -0.077 -0.038 0.064 -0.233 0.344 0.043 0.241 -0.019 -0.166 0.142 0.023 0.28 0.396 0.397 0.238 0.208 0.355 1 .775** .743** .875** -0.294 -0.117 0.139 -0.257 0.084 0.103 0.253 -0.011 0.104 0.13 -0.219 -0.102 0.083 -0.294 -0.197 0.186 .454* 0.233 0.121 .501* 0.277 -0.071 -0.075 -0.235

p-value 0.342 0.632 0.734 0.865 0.770 0.403 0.228 0.875 0.369 0.945 0.461 0.518 0.918 0.196 0.061 0.061 0.273 0.342 0.096 <	0.001 <	0.001 <	0.001 0.184 0.594 0.528 0.249 0.711 0.64 0.245 0.962 0.637 0.556 0.315 0.651 0.713 0.196 0.406 0.42 0.039 0.31 0.6 0.025 0.237 0.753 0.741 0.292

dendritic	spine	density_100	micron Pearson	Correlation -0.127 -0.151 -0.191 -0.273 0.017 -.566* -0.014 0.094 0.398 -0.025 -0.317 -0.162 0.044 0.336 .499* .443* .420* 0.183 0.391 .775** 1 .819** .920** 0.088 0.057 0.105 -0.005 0.132 0.106 0.259 -0.162 -0.05 0.274 -0.297 -0.117 0.098 -0.332 -0.196 0.129 0.343 0.224 0.104 0.314 0.258 -0.251 -0.191 -0.223

p-value 0.585 0.503 0.393 0.219 0.938 0.028 0.961 0.729 0.127 0.926 0.150 0.460 0.844 0.117 0.015 0.034 0.046 0.402 0.065 <	0.001 <	0.001 <	0.001 0.696 0.796 0.634 0.981 0.559 0.63 0.233 0.46 0.822 0.206 0.168 0.605 0.663 0.141 0.407 0.577 0.128 0.330 0.655 0.178 0.272 0.259 0.394 0.318

dendritic	spine	density_150	micron Pearson	Correlation -0.25 -0.194 -0.12 -0.183 -0.048 -0.475 0.086 0.066 0.451 -0.01 -0.174 0.171 0.191 0.397 0.41 0.327 0.263 0.046 .423* .743** .819** 1 .959** 0.043 -0.216 -0.133 0.007 0,000 -0.056 0.302 0.134 0.29 0.291 -0.144 0.03 0.221 -.456* -0.295 0.04 0.31 0.085 -0.081 0.168 0.039 -0.056 -0.034 -0.055

p-value 0.275 0.387 0.594 0.414 0.827 0.073 0.770 0.807 0.080 0.97 0.437 0.436 0.384 0.060 0.052 0.127 0.225 0.835 0.044 <	0.001 <	0.001 <	0.001 0.848 0.322 0.546 0.974 0.998 0.801 0.161 0.543 0.18 0.178 0.511 0.896 0.323 0.038 0.206 0.864 0.172 0.713 0.728 0.479 0.869 0.806 0.881 0.806

total	number	of	dendritic	spines Pearson	Correlation -0.224 -0.171 -0.139 -0.189 -0.002 -0.465 0.127 0.057 0.407 -0.019 -0.24 0.091 0.127 0.383 .462* 0.399 0.325 0.131 .429* .875** .920** .959** 1 -0.029 -0.137 -0.011 -0.069 0.052 0.024 0.293 0.021 0.162 0.269 -0.206 -0.042 0.169 -0.399 -0.252 0.111 0.38 0.170 0.014 0.308 0.159 -0.124 -0.091 -0.149

p-value 0.329 0.446 0.539 0.399 0.992 0.081 0.665 0.835 0.118 0.943 0.283 0.679 0.564 0.071 0.026 0.059 0.13 0.551 0.041 <	0.001 <	0.001 <	0.001 0.9 0.534 0.96 0.759 0.819 0.912 0.175 0.923 0.459 0.214 0.345 0.853 0.451 0.073 0.283 0.633 0.09 0.461 0.952 0.187 0.504 0.584 0.687 0.508

E/I	ratio	of	PrL	cortex Pearson	Correlation 0.035 -0.148 -0.049 -0.125 -0.112 -0.036 -0.242 -0.046 0.002 0.04 0.095 -0.291 -0.075 -0.232 -0.23 -0.211 -0.169 -0.304 -0.246 -0.294 0.088 0.043 -0.029 1 0.029 -.437* .855** 0.081 -0.239 0.191 -0.233 -0.149 0.301 0.089 0.085 -0.332 -0.018 -0.08 0.086 -0.115 -0.074 0.165 -0.217 -0.164 0.342 0.375 .474*

p-value 0.882 0.511 0.827 0.579 0.612 0.903 0.427 0.87 0.994 0.888 0.675 0.179 0.734 0.288 0.292 0.335 0.441 0.158 0.257 0.184 0.696 0.848 0.9 0.897 0.037 <	0.001 0.72 0.272 0.395 0.285 0.499 0.163 0.685 0.706 0.131 0.94 0.738 0.718 0.63 0.757 0.488 0.372 0.501 0.129 0.094 0.03

density	of	VGLUT1	expressing	puncta	in	PrL Pearson	Correlation 0.087 0.098 0.170 0.006 -0.183 0.018 0.069 -0.11 -0.286 -0.397 -0.139 -0.05 0.119 0.125 .412* 0.389 .417* 0.362 0.28 -0.117 0.057 -0.216 -0.137 0.029 1 .751** 0.057 .796** .616** -0.126 -0.248 -0.288 0.284 0.215 .441* 0.03 -0.103 0.216 -0.109 -0.248 -0.163 -0.162 0.009 0.042 -0.08 0.099 0.058

p-value 0.700 0.657 0.438 0.979 0.391 0.95 0.815 0.685 0.283 0.128 0.528 0.818 0.581 0.561 0.046 0.06 0.043 0.082 0.184 0.594 0.796 0.322 0.534 0.897 0,000 0.798 0,000 0.001 0.565 0.242 0.173 0.179 0.312 0.035 0.89 0.65 0.348 0.638 0.279 0.480 0.483 0.97 0.861 0.724 0.662 0.797

density	of	VGAT	expressing	puncta	in	PrL Pearson	Correlation -0.004 0.148 0.157 0.081 -0.093 0.092 0.401 0.048 -0.232 -0.209 -0.122 -0.087 0.043 0.218 0.379 .454* .505* 0.393 0.36 0.139 0.105 -0.133 -0.011 -.437* .751** 1 -0.329 .656** .825** -0.278 -0.137 -0.251 -0.013 -0.064 0.081 0.116 -0.176 0.028 -0.11 -0.008 0.018 -0.052 0.243 0.182 -0.234 -0.04 -0.141

p-value 0.987 0.500 0.473 0.715 0.664 0.744 0.155 0.86 0.388 0.436 0.58 0.685 0.842 0.306 0.068 0.026 0.012 0.058 0.084 0.528 0.634 0.546 0.96 0.037 <	0.001 0.125 0.001 0,000 0.199 0.524 0.237 0.952 0.767 0.712 0.6 0.433 0.903 0.636 0.973 0.939 0.823 0.303 0.443 0.294 0.858 0.530

E/I	ratio	of	IL	cortex Pearson	Correlation -0.154 -0.224 -0.043 -0.048 0.006 0.063 -0.277 0.227 0.066 0.383 0.118 -0.335 -0.292 -0.296 -0.397 -0.209 -0.152 -0.212 -0.314 -0.257 -0.005 0.007 -0.069 .855** 0.057 -0.329 1 0.212 -0.293 0.254 -0.164 -0.043 0.115 0.108 0.133 -0.394 -0.107 -0.123 0.101 0.053 0.044 0.273 0.040 -0.023 0.41 0.384 .451*

p-value 0.506 0.316 0.851 0.833 0.979 0.831 0.36 0.416 0.814 0.158 0.601 0.118 0.176 0.171 0.06 0.339 0.488 0.332 0.144 0.249 0.981 0.974 0.759 <	0.001 0.798 0.125 0.342 0.175 0.254 0.454 0.845 0.6 0.624 0.556 0.07 0.646 0.605 0.673 0.823 0.853 0.244 0.871 0.927 0.065 0.085 0.04

density	of	VGLUT1	expressing	puncta	in	IL Pearson	Correlation -0.191 -0.021 -0.011 -0.115 -0.234 0.153 0.242 0.055 -0.08 -0.068 -0.011 -0.072 0.111 0.101 0.338 0.339 0.281 0.125 0.231 0.084 0.132 0,000 0.052 0.081 .796** .656** 0.212 1 .734** -0.116 -0.19 -0.202 0.34 0.372 .466* -0.003 -0.231 0.086 -0.151 -0.131 -0.045 -0.086 0.081 0.072 -0.158 0.12 0.004

p-value 0.406 0.927 0.963 0.610 0.282 0.602 0.425 0.845 0.777 0.811 0.962 0.746 0.614 0.646 0.114 0.114 0.194 0.569 0.288 0.711 0.559 0.998 0.819 0.72 <	0.001 0.001 0.342 <	0.001 0.607 0.386 0.354 0.113 0.081 0.029 0.989 0.314 0.72 0.526 0.582 0.85 0.719 0.74 0.764 0.495 0.604 0.986

density	of	VGAT	expressing	puncta	in	IL Pearson	Correlation -0.068 0.100 0.013 -0.075 -0.258 0.22 .573* 0.047 -0.101 -0.125 0.04 -0.059 0.152 0.134 0.332 0.307 0.312 0.11 0.285 0.103 0.106 -0.056 0.024 -0.239 .616** .825** -0.293 .734** 1 -0.308 -0.132 -0.229 0.132 0.025 0.029 0.092 -0.187 -0.035 -0.082 -0.06 0.039 -0.013 0.100 0.165 -0.248 0.014 -0.077

p-value 0.763 0.651 0.953 0.735 0.224 0.431 0.032 0.863 0.71 0.645 0.857 0.786 0.478 0.532 0.113 0.145 0.138 0.61 0.178 0.64 0.63 0.801 0.912 0.272 0.001 0,000 0.175 <	0.001 0.153 0.537 0.283 0.539 0.907 0.897 0.675 0.404 0.882 0.722 0.797 0.867 0.957 0.676 0.487 0.265 0.95 0.732

density	of	CB1R+	puncta	on	pyramidal	neurons	of	PrL Pearson	Correlation -0.14 -0.008 -0.076 0.042 0.215 -0.5 -0.295 0.281 0.013 -0.123 0.193 0.158 0.105 0.307 0.21 0.321 0.123 0.191 0.243 0.253 0.259 0.302 0.293 0.191 -0.126 -0.278 0.254 -0.116 -0.308 1 0.047 .502* 0.333 -0.237 0.208 0.12 -0.2 -0.094 -0.386 0.043 -0.012 -0.338 -0.106 -0.153 0.191 -0.129 -0.126

p-value 0.545 0.972 0.736 0.854 0.326 0.058 0.305 0.291 0.962 0.65 0.389 0.471 0.633 0.154 0.336 0.136 0.577 0.383 0.265 0.245 0.233 0.161 0.175 0.395 0.565 0.199 0.254 0.607 0.153 0.83 0.015 0.12 0.277 0.353 0.594 0.384 0.693 0.084 0.853 0.959 0.134 0.656 0.52 0.394 0.568 0.576

density	of	SYN+	puncta	on	pyramidal	neurons	of	PrL Pearson	Correlation -0.026 -0.05 0.161 0.173 -.507* -.515* -0.204 0.393 -0.229 -0.297 .497* 0.154 0.17 0.121 -0.018 -0.02 -0.187 -0.128 0.054 -0.011 -0.162 0.134 0.021 -0.233 -0.248 -0.137 -0.164 -0.19 -0.132 0.047 1 .837** -0.388 0.165 -0.16 0.327 -0.191 -0.309 -0.323 -0.432 -0.432 -.476* -0.347 -0.435 -0.124 -0.19 -0.177

p-value 0.907 0.822 0.464 0.429 0.011 0.049 0.485 0.133 0.395 0.263 0.016 0.472 0.426 0.573 0.932 0.925 0.383 0.551 0.801 0.962 0.46 0.543 0.923 0.285 0.242 0.524 0.454 0.386 0.537 0.83 <	0.001 0.061 0.441 0.467 0.128 0.395 0.173 0.153 0.051 0.05 0.029 0.134 0.055 0.581 0.398 0.429

density	of	CB1R+	puncta	coexpressing	SYN	on	pyramidal	neurons	of	PrL Pearson	Correlation -0.095 -0.023 0.127 0.181 -0.352 -.565* -0.085 0.483 -0.126 -0.223 .500* 0.247 0.125 0.205 0.086 0.103 -0.131 0.046 0.15 0.104 -0.05 0.29 0.162 -0.149 -0.288 -0.251 -0.043 -0.202 -0.229 .502* .837** 1 -0.109 -0.043 -0.06 0.333 -0.186 -0.223 -0.422 -0.276 -0.367 -.526* -0.289 -0.379 0.06 -0.183 -0.171

p-value 0.673 0.919 0.562 0.407 0.092 0.028 0.774 0.058 0.642 0.406 0.015 0.245 0.559 0.337 0.688 0.631 0.542 0.831 0.483 0.637 0.822 0.18 0.459 0.499 0.173 0.237 0.845 0.354 0.283 0.015 <	0.001 0.612 0.841 0.786 0.12 0.407 0.331 0.057 0.226 0.101 0.014 0.216 0.099 0.791 0.416 0.448

density	of	CB1R+	puncta	on	pyramidal	neurons	of	IL Pearson	Correlation 0.167 0.023 -0.105 -0.265 0.011 0.125 0.267 -0.274 0.1 -0.246 -0.207 0.086 0.235 0.178 0.371 0.258 0.174 0.237 0.229 0.13 0.274 0.291 0.269 0.301 0.284 -0.013 0.115 0.34 0.132 0.333 -0.388 -0.109 1 0.239 .649** 0.074 0.111 0.405 -0.209 -0.011 -0.009 -0.358 -0.281 -0.031 -0.062 0.249 0.23

p-value 0.458 0.916 0.635 0.222 0.958 0.658 0.355 0.304 0.713 0.359 0.344 0.69 0.27 0.405 0.074 0.224 0.417 0.265 0.281 0.556 0.206 0.178 0.214 0.163 0.179 0.952 0.6 0.113 0.539 0.12 0.061 0.612 0.26 0.001 0.736 0.624 0.068 0.363 0.964 0.968 0.112 0.231 0.896 0.783 0.263 0.303

density	of	SYN+	puncta	on	pyramidal	neurons	of	IL Pearson	Correlation -0.116 -0.074 -0.032 -0.162 -0.096 0.092 -0.114 0.013 -0.042 -0.103 0.032 0.055 0.125 -0.086 -0.002 -0.023 0.013 -0.062 -0.059 -0.219 -0.297 -0.144 -0.206 0.089 0.215 -0.064 0.108 0.372 0.025 -0.237 0.165 -0.043 0.239 1 .728** 0.05 0.141 0.328 -0.099 -.560** -0.34 -0.354 -0.43 -0.422 -0.115 0.085 0.134

p-value 0.608 0.736 0.884 0.459 0.654 0.744 0.698 0.96 0.878 0.704 0.885 0.798 0.56 0.688 0.994 0.914 0.954 0.774 0.783 0.315 0.168 0.511 0.345 0.685 0.312 0.767 0.624 0.081 0.907 0.277 0.441 0.841 0.26 0.001 0.819 0.532 0.147 0.669 0.008 0.132 0.115 0.059 0.064 0.61 0.707 0.553

density	of	CB1R+	puncta	coexpressing	SYN	on	pyramidal	neurons	of	IL Pearson	Correlation 0.025 0.053 0.054 -0.045 0.132 0.036 0.099 -0.197 -0.035 -0.345 -0.112 0.065 0.165 0.118 0.271 0.307 0.311 0.228 0.183 -0.102 -0.117 0.03 -0.042 0.085 .441* 0.081 0.133 .466* 0.029 0.208 -0.16 -0.06 .649** .728** 1 0.134 0.209 .637** -0.37 -0.441 -0.43 -.561** -0.384 -0.278 0.027 0.195 0.184

p-value 0.915 0.814 0.813 0.842 0.549 0.899 0.735 0.465 0.897 0.19 0.62 0.77 0.452 0.592 0.211 0.154 0.148 0.295 0.403 0.651 0.605 0.896 0.853 0.706 0.035 0.712 0.556 0.029 0.897 0.353 0.467 0.786 0.001 <	0.001 0.552 0.364 0.003 0.109 0.052 0.058 0.01 0.105 0.25 0.908 0.398 0.424

density	of	CB1R+	puncta	on	pyramidal	neurons	of	Cg1 Pearson	Correlation -0.293 -0.306 -0.374 -0.086 -0.292 -.579* -0.225 -0.245 -0.427 -0.45 0.218 0.257 0.411 .556** .512* .483* .465* 0.226 .546** 0.083 0.098 0.221 0.169 -0.332 0.03 0.116 -0.394 -0.003 0.092 0.12 0.327 0.333 0.074 0.05 0.134 1 -0.105 0.392 -.584** -.529* -.550* -0.388 -0.394 -0.28 0.007 -0.045 -0.044

p-value 0.197 0.167 0.087 0.705 0.176 0.03 0.46 0.38 0.112 0.092 0.331 0.237 0.051 0.006 0.013 0.019 0.025 0.3 0.007 0.713 0.663 0.323 0.451 0.131 0.89 0.6 0.07 0.989 0.675 0.594 0.128 0.12 0.736 0.819 0.552 0.642 0.079 0.007 0.017 0.012 0.091 0.086 0.246 0.976 0.848 0.85

density	of	SYN+	puncta	on	pyramidal	neurons	of	Cg1 Pearson	Correlation .621** .510* 0.306 0.345 0.183 0.257 0.1 -0.271 -0.134 -0.073 -0.366 -0.158 -0.293 -0.417 -0.366 -0.277 -0.22 0.158 -.459* -0.294 -0.332 -.456* -0.399 -0.018 -0.103 -0.176 -0.107 -0.231 -0.187 -0.2 -0.191 -0.186 0.111 0.141 0.209 -0.105 1 .778** -0.093 -0.23 -0.12 0.097 -0.066 0.092 0.026 0.187 0.223

p-value 0.003 0.018 0.177 0.126 0.415 0.396 0.757 0.349 0.649 0.805 0.103 0.483 0.186 0.054 0.093 0.212 0.326 0.483 0.032 0.196 0.141 0.038 0.073 0.94 0.65 0.433 0.646 0.314 0.404 0.384 0.395 0.407 0.624 0.532 0.364 0.642 <	0.001 0.703 0.344 0.624 0.692 0.787 0.716 0.913 0.430 0.345

density	of	CB1R+	puncta	coexpressing	SYN	on	pyramidal	neurons	of	Cg1Pearson	Correlation 0.403 0.330 0.092 0.216 0.249 0.07 0.11 -0.551 -0.357 -0.333 -0.315 -0.084 -0.123 -0.205 -0.072 0.046 0.057 0.248 -0.189 -0.197 -0.196 -0.295 -0.252 -0.08 0.216 0.028 -0.123 0.086 -0.035 -0.094 -0.309 -0.223 0.405 0.328 .637** 0.392 .778** 1 -0.266 -0.363 -0.279 -0.016 -0.128 0.123 0.111 0.304 0.333

p-value 0.078 0.155 0.700 0.359 0.276 0.828 0.734 0.051 0.231 0.267 0.176 0.716 0.594 0.374 0.756 0.844 0.805 0.278 0.412 0.406 0.407 0.206 0.283 0.738 0.348 0.903 0.605 0.72 0.882 0.693 0.173 0.331 0.068 0.147 0.003 0.079 <	0.001 0.286 0.139 0.261 0.949 0.613 0.637 0.65 0.205 0.163

density	of	PV+	interneurons	in	PrL Pearson	Correlation -0.1 -0.109 -0.028 -0.201 0.363 .521* 0.469 0.098 0.328 0.479 -0.227 -0.139 -0.385 -.556** -0.344 -.516* -0.388 -0.273 -.458* 0.186 0.129 0.04 0.111 0.086 -0.109 -0.11 0.101 -0.151 -0.082 -0.386 -0.323 -0.422 -0.209 -0.099 -0.37 -.584** -0.093 -0.266 1 .560** .585** .585** .580** 0.413 0.132 -0.002 0.095

p-value 0.674 0.638 0.906 0.381 0.106 0.046 0.091 0.718 0.215 0.06 0.335 0.548 0.085 0.009 0.127 0.017 0.082 0.230 0.037 0.420 0.577 0.864 0.633 0.718 0.638 0.636 0.673 0.526 0.722 0.084 0.153 0.057 0.363 0.669 0.109 0.007 0.703 0.286 0.008 0.005 0.005 0.007 0.07 0.568 0.992 0.683

density	of	PNNs	in	PrL Pearson	Correlation -0.012 -0.074 -0.07 -0.054 .551** 0.401 0.272 0.133 0.444 .509* -0.291 -0.057 -0.298 -0.239 -0.313 -0.365 -0.232 -0.178 -0.249 .454* 0.343 0.31 0.380 -0.115 -0.248 -0.008 0.053 -0.131 -0.06 0.043 -0.432 -0.276 -0.011 -.560** -0.441 -.529* -0.23 -0.363 .560** 1 .839** .529* .753** .585** -0.074 0.016 -0.08

p-value 0.958 0.750 0.762 0.818 0.010 0.139 0.346 0.624 0.085 0.044 0.213 0.807 0.189 0.296 0.166 0.103 0.313 0.439 0.277 0.039 0.128 0.172 0.090 0.630 0.279 0.973 0.823 0.582 0.797 0.853 0.051 0.226 0.964 0.008 0.052 0.017 0.344 0.139 0.008 <	0.001 0.014 <	0.001 0.007 0.748 0.944 0.729

density	of	PV+	interneurons	surrounded	by	PNNs	in	PrL Pearson	Correlation 0.043 0.010 -0.144 -0.175 .589** 0.479 -0.006 0.282 0.369 .547* -0.355 -0.246 -0.319 -0.336 -0.386 -.433* -0.244 -0.272 -0.387 0.233 0.224 0.085 0.170 -0.074 -0.163 0.018 0.044 -0.045 0.039 -0.012 -0.432 -0.367 -0.009 -0.34 -0.43 -.550* -0.12 -0.279 .585** .839** 1 .487* .658** .510* -0.236 -0.119 -0.157

p-value 0.856 0.964 0.534 0.449 0.005 0.071 0.983 0.290 0.160 0.028 0.125 0.283 0.159 0.136 0.084 0.05 0.285 0.232 0.083 0.310 0.330 0.713 0.461 0.757 0.48 0.939 0.853 0.85 0.867 0.959 0.05 0.101 0.968 0.132 0.058 0.012 0.624 0.261 0.005 <	0.001 0.025 0.002 0.022 0.302 0.607 0.498

density	of	PV+	interneurons	in	IL Pearson	Correlation 0.008 -0.054 -0.02 0.174 0.343 0.378 0.112 0.198 0.108 .552* -0.196 -0.314 -0.358 -0.425 -.449* -0.286 -0.117 -0.188 -0.343 0.121 0.104 -0.081 0.014 0.165 -0.162 -0.052 0.273 -0.086 -0.013 -0.338 -.476* -.526* -0.358 -0.354 -.561** -0.388 0.097 -0.016 .585** .529* .487* 1 .745** .769** 0.272 0.297 0.275

p-value 0.974 0.817 0.933 0.451 0.128 0.165 0.702 0.463 0.691 0.027 0.407 0.165 0.111 0.055 0.041 0.208 0.614 0.414 0.128 0.600 0.655 0.728 0.952 0.488 0.483 0.823 0.244 0.719 0.957 0.134 0.029 0.014 0.112 0.115 0.01 0.091 0.692 0.949 0.005 0.014 0.025 <	0.001 0,000 0.233 0.192 0.228

density	of	PNNs	in	IL Pearson	Correlation -0.06 -0.011 0.026 0.084 0.424 0.377 0.314 0.287 0.286 .535* -0.39 -0.097 -0.369 -0.337 -0.299 -0.143 0.007 -0.031 -0.222 .501* 0.314 0.168 0.308 -0.217 0.009 0.243 0.04 0.081 0.1 -0.106 -0.347 -0.289 -0.281 -0.43 -0.384 -0.394 -0.066 -0.128 .580** .753** .658** .745** 1 .802** 0.151 0.179 0.112

p-value 0.807 0.964 0.913 0.725 0.062 0.184 0.296 0.299 0.302 0.04 0.098 0.683 0.109 0.146 0.201 0.547 0.976 0.897 0.348 0.025 0.178 0.479 0.187 0.372 0.97 0.303 0.871 0.74 0.676 0.656 0.134 0.216 0.231 0.059 0.105 0.086 0.787 0.613 0.007 <	0.001 0.002 <	0.001 <	0.001 0.526 0.451 0.638

density	of	PV+	interneurons	surrounded	by	PNNs	in	IL Pearson	Correlation 0.214 0.070 -0.01 0.055 0.274 0.324 0.451 0.271 0.323 .525* -0.357 -0.2 -0.119 -0.223 -0.173 -0.029 -0.006 0.006 -0.12 0.277 0.258 0.039 0.159 -0.164 0.042 0.182 -0.023 0.072 0.165 -0.153 -0.435 -0.379 -0.031 -0.422 -0.278 -0.28 0.092 0.123 0.413 .585** .510* .769** .802** 1 0.002 0.215 0.201

p-value 0.380 0.768 0.966 0.817 0.242 0.259 0.122 0.329 0.241 0.044 0.133 0.397 0.619 0.344 0.465 0.903 0.978 0.98 0.615 0.237 0.272 0.869 0.504 0.501 0.861 0.443 0.927 0.764 0.487 0.52 0.055 0.099 0.896 0.064 0.25 0.246 0.716 0.637 0.070 0.007 0.022 <	0.001 <	0.001 0.992 0.363 0.395

density	of	PV+	interneurons	in	Cg1 Pearson	Correlation -0.22 -0.079 0.09 0.231 0.150 0.231 0.13 -0.166 -0.282 -0.035 0.188 0.189 -0.188 -0.281 -0.254 -0.072 -0.149 -0.105 -0.157 -0.071 -0.251 -0.056 -0.124 0.342 -0.08 -0.234 0.41 -0.158 -0.248 0.191 -0.124 0.06 -0.062 -0.115 0.027 0.007 0.026 0.111 0.132 -0.074 -0.236 0.272 0.151 0.002 1 .651** .699**

p-value 0.338 0.727 0.691 0.301 0.506 0.407 0.657 0.539 0.289 0.897 0.415 0.400 0.401 0.205 0.254 0.749 0.509 0.642 0.486 0.753 0.259 0.806 0.584 0.129 0.724 0.294 0.065 0.495 0.265 0.394 0.581 0.791 0.783 0.610 0.908 0.976 0.913 0.65 0.568 0.748 0.302 0.233 0.526 0.992 0.001 <	0.001

density	of	PNNs	in	Cg1 Pearson	Correlation 0.174 -0.097 0.087 0.195 -0.171 0.456 0.183 -0.3 -0.303 -0.103 -0.002 0.164 0.018 -0.293 -0.337 -0.212 -0.224 -0.169 -0.188 -0.075 -0.191 -0.034 -0.091 0.375 0.099 -0.04 0.384 0.12 0.014 -0.129 -0.19 -0.183 0.249 0.085 0.195 -0.045 0.187 0.304 -0.002 0.016 -0.119 0.297 0.179 0.215 .651** 1 .920**

p-value 0.451 0.668 0.699 0.385 0.447 0.088 0.531 0.26 0.254 0.704 0.993 0.466 0.937 0.186 0.125 0.344 0.317 0.453 0.402 0.741 0.394 0.881 0.687 0.094 0.662 0.858 0.085 0.604 0.950 0.568 0.398 0.416 0.263 0.707 0.398 0.848 0.430 0.205 0.992 0.944 0.607 0.192 0.451 0.363 0.001 <	0.001

density	of	PV+	interneurons	surrounded	by	PNNs	in	Cg1 Pearson	Correlation 0.117 -0.059 0.082 0.089 -0.079 0.356 0.143 -0.239 -0.231 -0.022 -0.078 0.121 0.017 -0.302 -0.327 -0.206 -0.19 -0.146 -0.195 -0.235 -0.223 -0.055 -0.149 .474* 0.058 -0.141 .451* 0.004 -0.077 -0.126 -0.177 -0.171 0.230 0.134 0.184 -0.044 0.223 0.333 0.095 -0.08 -0.157 0.275 0.112 0.201 .699** .920** 1

p-value 0.614 0.794 0.718 0.694 0.727 0.192 0.625 0.373 0.388 0.936 0.738 0.590 0.94 0.171 0.138 0.358 0.397 0.518 0.385 0.292 0.318 0.806 0.508 0.03 0.797 0.53 0.04 0.986 0.732 0.576 0.429 0.448 0.303 0.553 0.424 0.850 0.345 0.163 0.683 0.729 0.498 0.228 0.638 0.395 <	0.001 <	0.001
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Spearman's rho
correlation
PPl at 73 dB coefficient 1 .707%* 726** -0.078 0.008 -0.02 0.102 0.063 0.339 0.512 0.135 -0.495 0.175 -0.163 .392* 0.003 -0.249 -0.192 -0.296 -0.271 -0.028 -0.253  -0.047 -0.258 -0.089 -0.122 -0.118 -0.216 -0.157 0.191 -0.01 -0.393 0.107 -0.357 -0.02 0.046 -0.132 0.059 0.155 0.048 0.148 0.271 0.31 0.21 -0.016 0.198 -0.033 0.181 0.256 0.227
p-value . <0.001 <0.001 0.683 0.966 0.915 0.585 0.732 0.216 0.061 0.619 0.051 0.517 0.381 0.026 0.988 0.169 0.292 0.101 0.134 0.878 0.162 0.828 0.223 0.68 0.569 0.591 0.311 0.463 0.384 0.964 0.057 0.617 0.095 0.926 0.83 0.539 0.787 0.492 0.829 0.522 0.235 0.172 0.36 0.946 0.402 0.889 0.42 0.25 0.311
Spearman's rho
correlation
PPl at 76 dB coefficient 707** 1 .569** -0.304 -0.233 -0.258 -0.045 0.085 0.457 .609* 0.1 -0.365 -0.012 0.1 0.082 -.362* -.453* -0.249 -0.336 -0.294 -0.022 -0.35 0.347 -0.085 -0.001 0.048 -0.19 -0.145 0.006 0.197 0.015 -0.235 0.03 -0.25 -0.005 -0.257 -0.272 -0.172 -0.274 -0.114 0.049 .480* 0.207 0.322 0.168 0.335 -0.02 .445* .483* 0.417
p-value <0.001 . <0.001 0.103 0.207 0.161 0.812 0.651 0.087 0.021 0.712 0.165 0.965 0.605 0.668 0.05 0.012 0.185 0.07 0.114 0.909 0.058 0.105 0.7 0.996 0.829 0.396 0.509 0.978 0.379 0.948 0.281 0.894 0.274 0.982 0.248 0.221 0.455 0.242 0.624 0.841 0.038 0.395 0.179 0.491 0.175 0.938 0.049 0.031 0.068
Spearman's rho
correlation
PPl at 82 dB coefficient 726** .569** 1 0.024 0.204 0.04 0.22 0.223 0.418 0.279 0.13 -0.411 0.062 -0.066 0.209 -0.04 -0.265 -0.16 -0.197 -0.069 -0.07 -0.197  -0.239 -0.273 -0.291 -0.313 -0.012 0.128 0.05 .434* 0.12 -0.204 -0.119 -0.243 -0.256 -0.003 -0.044 0.095 0.319 -0.097 0.236 0.267 0.285 0.325 0.066 0.373 0.114 0.241 0.271 0.239

p-value <0.001 <0.001 . 0.899 0.271 0.829 0.235 0.221 0.121 0.334 0.633 0.114 0.82 0.725 0.252 0.828 0.143 0.382 0.279 0.708 0.705 0.279 0.261 0.197 0.168 0.136 0.957 0.55 0.818 0.039 0.587 0.34 0.581 0.263 0.227 0.989 0.837 0.666 0.148 0.659 0.303 0.242 0.211 0.15 0.775 0.105 0.632 0.281 0.223 0.283
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density	of	

PV+	

interneurons	

in	PrL

density	of	
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density	of	
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s	in	IL

density	of	
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PPI	at	73	dB

Spearman's	rho	

correlation	

coefficient 1 .707** .726** -0.078 0.008 -0.02 0.102 0.063 0.339 0.512 0.135 -0.495 0.175 -0.163 .392* 0.003 -0.249 -0.192 -0.296 -0.271 -0.028 -0.253 -0.047 -0.258 -0.089 -0.122 -0.118 -0.216 -0.157 0.191 -0.01 -0.393 0.107 -0.357 -0.02 0.046 -0.132 0.059 0.155 0.048 0.148 0.271 0.31 0.21 -0.016 0.198 -0.033 0.181 0.256 0.227

p-value . <	0.001 <	0.001 0.683 0.966 0.915 0.585 0.732 0.216 0.061 0.619 0.051 0.517 0.381 0.026 0.988 0.169 0.292 0.101 0.134 0.878 0.162 0.828 0.223 0.68 0.569 0.591 0.311 0.463 0.384 0.964 0.057 0.617 0.095 0.926 0.83 0.539 0.787 0.492 0.829 0.522 0.235 0.172 0.36 0.946 0.402 0.889 0.42 0.25 0.311

PPI	at	76	dB

Spearman's	rho	

correlation	

coefficient .707** 1 .569** -0.304 -0.233 -0.258 -0.045 0.085 0.457 .609* 0.1 -0.365 -0.012 0.1 0.082 -.362* -.453* -0.249 -0.336 -0.294 -0.022 -0.35 0.347 -0.085 -0.001 0.048 -0.19 -0.145 0.006 0.197 0.015 -0.235 0.03 -0.25 -0.005 -0.257 -0.272 -0.172 -0.274 -0.114 0.049 .480* 0.207 0.322 0.168 0.335 -0.02 .445* .483* 0.417

p-value <	0.001 . <	0.001 0.103 0.207 0.161 0.812 0.651 0.087 0.021 0.712 0.165 0.965 0.605 0.668 0.05 0.012 0.185 0.07 0.114 0.909 0.058 0.105 0.7 0.996 0.829 0.396 0.509 0.978 0.379 0.948 0.281 0.894 0.274 0.982 0.248 0.221 0.455 0.242 0.624 0.841 0.038 0.395 0.179 0.491 0.175 0.938 0.049 0.031 0.068

PPI	at	82	dB

Spearman's	rho	

correlation	

coefficient .726** .569** 1 0.024 0.204 0.04 0.22 0.223 0.418 0.279 0.13 -0.411 0.062 -0.066 0.209 -0.04 -0.265 -0.16 -0.197 -0.069 -0.07 -0.197 -0.239 -0.273 -0.291 -0.313 -0.012 0.128 0.05 .434* 0.12 -0.204 -0.119 -0.243 -0.256 -0.003 -0.044 0.095 0.319 -0.097 0.236 0.267 0.285 0.325 0.066 0.373 0.114 0.241 0.271 0.239

p-value <	0.001 <	0.001 . 0.899 0.271 0.829 0.235 0.221 0.121 0.334 0.633 0.114 0.82 0.725 0.252 0.828 0.143 0.382 0.279 0.708 0.705 0.279 0.261 0.197 0.168 0.136 0.957 0.55 0.818 0.039 0.587 0.34 0.581 0.263 0.227 0.989 0.837 0.666 0.148 0.659 0.303 0.242 0.211 0.15 0.775 0.105 0.632 0.281 0.223 0.283


