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A clustering heatmap of pan-cancer. (A) ACC, (B) BLCA, (C) BRCA, (D) CHOL, (E) DLBC, (F) ESCA, 
(G) GBM, (H) HNSC, (I) KICH, (J) KIRC, (K) KIRP, (L) LAML, (M) LGG, (N) LIHC, (O) LUAD, (P) 
LUSC, (Q) OV, (R) PAAD, (S) PRAD, (T) SKCM, (U) STAD, (V) TGCT, (W) THCA, (X) THYM, (Y) 
UCEC, and (Z) UCS are represented in this heatmap. On the left side, pink indicates tumor samples and 
blue indicates normal samples; on the top, orange represents gene upregulation groups and green 
represents gene downregulation groups; in the heatmap, red and blue represent high and low expression 
levels respectively.


