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[bookmark: _Hlk111034987]Supplementary Fig. 1 Effect of supplemental C. butyricum on the microbial structure of the ileum in IUGR suckling piglets. a Principal coordinate analysis (PCoA) of all samples. b Analysis of similarities (ANOSIM) of the three treatments. c The gut microbiota composition at the phylum level. d The gut microbiota composition at the genus level. Data are shown as means, n = 6. NBW-CON, piglets with normal birth weight; IUGR-CON, piglets with intrauterine growth restriction; IUGR-CB, piglets with intrauterine growth restriction supplemented with Clostridium butyricum.
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