Table S3. Duplications of protein coding genes containing exonic miRNAs.

DNA mediated duplications

Gene1 Genomic position With miRNA Gene2 Genomic Position With miRNA
CCNYL1 chr2:207711540-207761839 Y CCNY chr10:35247025-35572669 N
EHD1 chr11:64851642-64888296 Y EHD3 chr2:31234152-31269451 N
EHD1 chr11:64851642-64888296 Y EHD4 chr15:41895933-41972557 N
EHD1 chr11:64851642-64888296 Y EHD2 chr19:47713422-47743134 N
EML2 chr19:45606994-45645629 Y EMLA1 chr14:99737693-99942060 N
F8A3 chrX:155456914-155458672 Y F8A2 chrX:155382115-155383230 Y
F8A3 chrX:155456914-155458672 Y F8A1 chrX:154886349-154888061 Y
FADS1 chr11:61799627-61829318 Y FADS2 chr11:61792980-61867354 N
FADS1 chr11:61799627-61829318 Y FADS3 chr11:61873519-61892051 N
FKBP1A chr20:1368978-1393172 Y FKBP1B chr2:24049701-24063681 N
GNAI3 chr1:109548615-109618324 Y GNAI1 chr7:79768028-80226181 N
GNAI3 chr1:109548615-109618324 Y GNAI2 chr3:50226292-50259362 N
GNAI3 chr1:109548615-109618324 Y GNAO1 chr16:56191489-56357444 N
GNAI3 chr1:109548615-109618324 Y GNAZ chr22:23070519-23125032 N
GNAI3 chr1:109548615-109618324 Y GNAT3 chr7:80458635-80512064 N
GNAI3 chr1:109548615-109618324 Y GNAT2 chr1:109603254-109619929 N
GNAI3 chr1:109548615-109618324 Y GNAT1 chr3:50191610-50197696 N
GNAI3 chr1:109548615-109618324 Y GNA14 chr9:77423079-77648322 N
GNAI3 chr1:109548615-109618324 Y GNA13 chr17:65009289-65056740 N
GNAI3 chr1:109548615-109618324 Y GNA11 chr19:3094362-3123999 N
HNRNPA3 chr2:177212563-177223958 Y HNRNPA2B17 chr7:26173057-26201529 N
NR2F2 chr15:96325938-96340263 Y NR2F1 chr5:93583222-93594611 N
PABPC1 chr8:100685816-100722809 Y PABPC4 chr1:39560816-39576790 N
PABPC1 chr8:100685816-100722809 Y PABPC1L chr20:44910062-44959035 N
PILRB chr7:100352176-100367733 Y PILRA chr7:100367530-100400096 N
PLEKHM1 chr17:45435900-45490749 Y PLEKHM1P1 chr17:64779259-64837154 Y
PURB chr7:44876299-44885530 Y PURA chr5:140107777-140125619 N
RBMS1 chr2:160272151-160493807 Y RBMS3 chr3:28574791-30010391 N
RBMS1 chr2:160272151-160493807 Y RBMS2 chr12:56521820-56596193 N
SERF2 chr15:43777087-43802589 Y SERF1A chr5:70900665-70918530 N
TAOK1 chr17:29390464-29551904 Y TAOK2 chr16:29973868-29992261 N
TAOK1 chr17:29390464-29551904 Y TAOK3 chr12:118149801-118372907 N
USP15 chr12:62260338-62417431 Y USP11 chrX:47232690-47248328 N
USP15 chr12:62260338-62417431 Y USP4 chr3:49277144-49340712 N
USP15 chr12:62260338-62417431 Y USP32 chr17:60177327-60422470 N
USP15 chr12:62260338-62417431 Y USP6 chr17:5116438-5175034 N
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