Supplementary Figure 1. Western blots of TBS fraction (5 µg/lane, a) and SI fraction (1 µg/lane, b) using PHF-1 (directed at tau phosphorylated at Ser396/Ser404). Ctrl; AD, CBD. Bands marked GAPDH (glyceraldehyde-3-phosphate dehydrogenase) below each panel represent signals obtained from reprobing the PHF-1 blots with GAPDH as loading/transfer control.
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Supplementary Figure 2. The six CNS specific splice variants of the tau protein. Tau protein is always observed with the initial methionine scissored off and the N-terminal alanine acetylated (Ac).
[image: ]



Supplementary Figure 3. Coomassie stained SDS-page gel of the purified [U-15N]-labelled tau isoforms.
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[bookmark: OLE_LINK1]Supplementary Figure 4. Linearity test for all peptides with a labelled standard. Different amounts of pooled AD sample was immuprecipitated using HT7, while keeping the amount of isotope-labelled standards constant. y-axes are measured light peptide-to-heavy peptide ratios (L/H) and x-axes are relative amount of brain sample where 1 corresponds to the amount used in the study sets (indicated with an arrow in each panel). Dots are mean of three or two analyses for TBS and SI fraction, respectively (see Suppl. Table 3 for all individually measured ratios), and lines are weighted fits (1/x) using individual data. a) non-phospho peptides in TBS fraction, b) non-phospho peptides in SI fraction, c) phospho peptides in TBS fraction, and d) phospho peptides in SI fraction.
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Supplementary Figure 5. Relative portion of the 0N/1N/2N and 3R/4R isoforms. Each panel compares the TBS and SI fractions for the antibodies HT7, 77G7, and TauAB for either the N- or the R-isoforms. Significant changes for 0N and 3R (which is equal to the change of 4R) between the fractions are indicated: * p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001. The individual bars are colour coded for the respective isoforms and grouped according to disease. The black horizontal lines indicate the mean percentage for each isoform. See also Suppl. Table 3 for respective mean values.
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[bookmark: _Hlk164089103]Supplementary Figure 6. Abundance of monitored tryptic peptides along the tau protein chain. Each panel represents a fraction-antibody combination as indicated. The profiles are mean values for each patient group. Peptides representing different isoforms (0N/1N/2N and 3R/4R) and are summed; see Fig. 3 for their respective shares. Antibody epitope locations are indicated with grey arrows.
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Supplementary Figure 7. Scatter-plot of non-phosphorylated peptides and isoforms. Quantified tryptic non-phospho peptides. Data is grouped according to fraction-antibody combination. TBS fractions are indicated blue and SI fractions pink. Top: box/scatter plots with medians, inter-quartile intervals and min/max intervals indicated. Middle: significances according to one-way ANOVA not assuming homoscedasticity (Brown-Forsythe/Welch) followed by unpaired t-test with Welch’s correction. Calculations are only performed within each fraction-antibody combination; ns not significant (p≥0.05), * p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001. Bottom: fold changes of the mean values compared with the controls in each fraction-antibody combination.
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Supplementary Figure 8. Scatter-plot of quantified tryptic phospho-peptides. Data is grouped according to fraction-antibody combination. TBS fractions are indicated blue and SI fractions pink. Top: box/scatter plots with medians, inter-quartile intervals and min/max intervals indicated. Middle: significances according to one-way ANOVA not assuming homoscedasticity (Brown-Forsythe/Welch) followed by unpaired t-test with Welch’s correction. Calculations are only performed within each fraction-antibody combination; ns not significant (p≥0.05), * p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001. Bottom: fold changes of the mean values compared with the controls in each fraction-antibody combination. For some phospho-peptides the signals were below detection limit for all samples in several groups, making it impossible to perform an adequate statistical evaluation (all these peptides were the ones for which no labelled standard was added).
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Supplementary Figure 9. Relative tryptic phospho-peptide abundance along the tau protein chain. The left top panel summarises the positions of the phosphate groups found in the exploratory analyses. Each of the other panels represents a patient group. For the left panels all y-scales have the same interval distance while for the right panel (showing the full AD profiles) the scale is compressed. The profiles are the mean values for each fraction-antibody combination.
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[bookmark: _Hlk102746715]Supplementary Figure 10 (separate Excel-file). Separate correlations between non-phosphorylated tryptic peptides for each patient group. The data is divided by extraction fraction, peptide (N-terminal to C-terminal), and capture antibody (epitope order). Red indicates +1 positive correlation, white 0 no correlation, and blue -1 negative correlation. (a) controls, (b) AD, (c) PSP, (d) CBD, and (e) PiD.

Supplementary Figure 11 (separate Excel-file). Separate correlations between phosphorylated tryptic peptides for each patient group. The data is divided by extraction fraction, peptide (N-terminal to C-terminal), and capture antibody (epitope order). Red indicates +1 positive correlation, white 0 no correlation, and blue -1 negative correlation. (a) controls, (b) AD, (c) PSP, (d) CBD, and (e) PiD.

Supplementary Figure 12 (separate Excel-file). Separate correlations between non-phosphorylated and phosphorylated tryptic peptides for each patient group. The data is divided by extraction fraction, peptide (N-terminal to C-terminal), and capture antibody (epitope order). Red indicates +1 positive correlation, white 0 no correlation, and blue -1 negative correlation. (a) controls, (b) AD, (c) PSP, (d) CBD, and (e) PiD.

Supplementary Figure 13. Relative portion of the 0N/1N/2N and 3R/4R isoforms. Each panel compares the Cohort 1 (#1) and Cohort 2 (#2) for the N- or R-isoforms and the TBS and the SI fractions. Significant changes for 0N and 3R (which is equal to the change of 4R) between the fractions are indicated: * p<0.05, *** p<0.001. The individual bars are colour coded for the respective isoforms and grouped according to disease. The black horizontal lines indicate the mean percentage for each isoform. See also Suppl. Table 3 for respective mean values.
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[bookmark: _Hlk164089071]Supplementary Figure 14. Comparison of the abundance of monitored tryptic peptides along the tau protein chain for Cohort 1 (#1) and Cohort 2 (#2) immunoprecipitated with HT7. The top panels show the TBS fraction for the respective cohorts and the bottom panels the SI fraction. The profiles are mean values for each patient group. Peptides representing different isoforms (0N/1N/2N and 3R/4R) and are summed; see Supplementary Fig. 12 for their respective shares. Antibody epitope locations are indicated with grey arrows.
[image: ]
Supplementary Figure 15. Scatter-plots of non-phosporylated tryptic peptides for both cohorts. Data is grouped according to fraction-cohort combination; antibody used for cohort comparison was HT7. TBS fractions are indicated blue and SI fractions pink. Top: box/scatter plots with medians, inter-quartile intervals and min/max intervals indicated. Middle: significances according to one-way ANOVA not assuming homoscedasticity (Brown-Forsythe/Welch) followed by unpaired t-test with Welch’s correction. Calculations are only performed within each fraction-cohort combination; ns not significant (p≥0.05), * p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001. Bottom: fold changes of the mean values compared with the controls in each fraction-antibody combination.
[image: ]   [image: ]   [image: ]
[image: ]   [image: ]   [image: ]

[image: ]   [image: ]   [image: ]
[image: ]   [image: ]   [image: ]


Supplementary Figure 16. Scatter-plots of tryptic phospo-peptides for both cohorts. Data is grouped according to fraction-cohort combination; antibody used for cohort comparison was HT7. TBS fractions are indicated blue and SI fractions pink. Top: box/scatter plots with medians, inter-quartile intervals and min/max intervals indicated. Middle: significances according to one-way ANOVA not assuming homoscedasticity (Brown-Forsythe/Welch) followed by unpaired t-test with Welch’s correction. Calculations are only performed within each fraction-antibody combination; ns not significant (p≥0.05), * p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001. Bottom: fold changes of the mean values compared with the controls in each fraction-antibody combination.
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Supplementary Figure 17. Comparison of the relative tryptic phospho-peptide abundance along the tau protein chain for IP with HT7 for both cohorts. The top panel represents the TBS fraction and the bottom panel the SI fraction. The profiles are the mean values for each cohort-disease combination.
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Supplementary Figure 18. Comparison of selected correlations for both cohorts and both the TBS and SI fractions immunoprecipitated with HT7. Correlations are Pearson’s r. Indicated with orange boxes are the high correlation with the respective disease-associated major isoform with a non-specific MTBR peptide for the SI fraction. Purple boxes indicate the high positive correlation with MTBR peptides and phosphorylated peptides in the proline-rich mid-region in the SI fraction. In AD, all MTBR peptides correlate with each other and with the phosphorylated peptides. In and CBD only the 4R specific and the non-specific peptides correlate. Correlation coefficient values are indicated by the colour scale and significance by size of the circles.
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Supplementary Figure 19 (separate Excel-file). Comparison of correlations for both cohorts and both the TBS and SI fractions immunoprecipitated with HT7. Correlations between non-phosphorylated (top), non-phosphorylated and phosphorylated (bottom left), and phosphorylated (bottom right) tryptic peptides for each patient group. The data is divided by extraction fraction and peptide (N-terminal to C-terminal). Red indicates +1 positive correlation, white 0 no correlation, and blue -1 negative correlation. (a) controls, (b) AD, and (c) CBD.
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Tau068-097 1N Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns ** ** ns ns ** ** * ns *** ** ns ns *** *

AD ns * * *** ns ** ** ** ns ns ns **** ns ** ns

PSP ** ** ns ** ** ** ns * ** * ns **** * ns

CBD ns ns *** ns ns * *** ns ns ns **** ns ns

PiD ** ******* * *** *** ** * * **** * *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 0.941.00.580.531.0 0.941.00.560.541.00.580.880.350.431.00.640.790.270.41

SI 1.0 2.0 1.20.880.591.0 1.8 1.2 0.770.511.0 6.8 1.4 1.10.59

Fold change to Ctrl

68-7 1N 9

Tau12 HT7 77G7 TauAB

Tau12 HT7 77G7 TauAB
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Tau068-087 2N Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns * ns ns ns ** * ns ns ** ns ns ns *** ns

AD ns * * ** ns ** * ** ns * ns ** ns * ns

PSP ** ** * * *** * ns * ** ns ns ** * ns

CBD ns ns ** ns ns ns ** ns ns ns ** ns ns

PiD ns ** * ns ns ** * ns ns ** ns *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 1.4 1.2 0.610.661.0 1.4 1.2 0.550.691.0 0.921.00.500.691.00.730.680.200.46

SI 1.0 4.2 1.4 1.0 0.811.0 2.1 1.20.890.711.0 13 1.4 1.30.74

Fold change to Ctrl

68-87 2N

Tau12 HT7 77G7 TauAB

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl - - - - - - - - - - - - - - - -

AD - - - ** - - - ns - - - - - - -

PSP - - ns * - - ns ns - - - - - -

CBD - ** ns * - *** ns * - - - - -

PiD **** ns *** ns **** ** ** ns - - - -

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS - - - - - - - - - - - - - - - - - - - -

SI 1.00.690.930.650.491.00.780.990.550.39 - - - - -

Fold change to Ctrl

Tau12 HT7 77G7 TauAB

195-209

Tau12 HT7 77G7 TauAB
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Tau212-221 Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns ** *** ns ns *** *** * ns *** ** ** ns *** **

AD ns ns * ns ns ns * * ns ns ns *** ns ns ns

PSP ** *** ns ns ** *** ns * ** * ns *** ** ns

CBD ns * ** ns ns ** ** * ns * *** ns ns

PiD *********** ns **** ** ** ** ** *** ** *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 0.730.900.520.461.0 0.790.900.550.531.0 0.600.810.380.421.00.410.670.210.31

SI 1.0 1.10.950.740.541.0 2.5 1.00.660.421.0 3.7 1.1 0.660.40

Fold change to Ctrl

212-221

Tau12 HT7 77G7 TauAB

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns ** ** ns ns ** *** ns ns *** ** ns ns ** **

AD ns ** *** *** ns ****** ** ns ** * ** * *** ***

PSP ** ** ns *** ** ** ns ** ** * * ** * ns

CBD ns * *** ns ns * ** ns ns *** ** ** ns

PiD ns *** ns ns ns ** ns ns ns ** ns **

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 0.980.910.510.451.0 1.1 0.930.550.531.00.850.850.430.481.0 1.40.740.370.38

SI 1.0 12 1.2 1.6 1.1 1.0 14 1.2 1.5 1.1 1.0 52 1.7 3.9 1.8

243-254

Tau12 HT7 77G7 TauAB

Fold change to Ctrl

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns ** ** ns ns ** ** ns ns *** ** * ns *** *

AD ns *** ****** * ******** ** ns ** * *** ** *** ***

PSP ** *** ns *** ** ** ns ** ** * ns *** ** ns

CBD ns ** *** * ns ** ** ** ns ** *** * ns

PiD ns *** ns * * ** ns ** * ** * **

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 1.10.890.450.401.0 1.30.910.430.471.0 0.850.840.430.481.0 1.6 0.700.220.43

SI 1.0 19 1.0 0.611.8 1.0 51 1.00.532.0 1.0 52 1.10.492.6

275-286 3R

Tau12 HT7 77G7 TauAB

Fold change to Ctrl

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns * ** ns ns ns ** ns ns * ns * ns ns **

AD ns ** *** *** ns ns ****** ns * ns ** ** ** ***

PSP * ** * *** ns *** ** ** ns ns ** ** ns *

CBD ns *** ** ** * *** * ** ns *** * ** **

PiD ** *** ** *** ** ** ****** * ** ** ***

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 1.0 0.880.580.401.0 1.3 1.2 0.930.491.00.940.920.630.611.0 1.60.760.810.33

SI 1.0 18 1.9 5.00.541.0 28 1.6 4.20.541.0 60 2.8 8.3 0.54

299-317 4R

Tau12 HT7 77G7 TauAB

Fold change to Ctrl

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns ** ** ** ns ** ** ns ns ** ** ** ns ** *

AD ** *********** *** *** *** ** ********* ** ** ******

PSP * * * *** ns * * ** * * * ** * *

CBD ns *** *** ** ns *** ** ** ns *** ** ** ns

PiD * *** ns ns ns ** ns * ns ** ns *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 1.40.710.380.351.0 2.1 0.790.470.431.0 1.20.870.560.561.0 2.10.890.490.50

SI 1.0 41 1.7 3.5 2.3 1.0 54 1.4 2.4 1.5 1.0 72 1.9 3.9 2.1

354-369

Tau12 HT7 77G7 TauAB

Fold change to Ctrl

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ** ns *** ** * ns ** ** * ns ** ** * ns *** **

AD ns ns ns ns ns ns ns * ns ns ns ns ns ns ns

PSP * ns ns ns * * ns ns ** * ns ns ** *

CBD ns ** ns * ns *** ns * ns ** ns * ns

PiD * ns ns ns *** ns * ns ** ns * ns

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 0.410.630.210.291.0 0.430.690.210.301.0 0.550.790.290.341.00.510.870.320.40

SI 1.0 0.681.10.390.471.0 0.631.00.450.381.00.671.1 0.510.41

407-438

Tau12 HT7 77G7 TauAB

Fold change to Ctrl

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns * ** ns ns ** ** * ns ** ** ns ns ** **

AD ns * ****** * ** *** ** ns * ** *** * ** **

PSP ns ** ns *** ns ns ns ** ns * ns *** ns ns

CBD ns ns *** ns ns ns ** ns ns ** *** ** ns

PiD ns *** ns ns ns ** ns ns ns *** ns *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.00.920.790.480.401.0 1.10.720.510.461.0 0.550.610.300.241.0 1.0 0.520.260.23

SI 1.0 7.6 1.1 1.40.851.0 8.4 1.0 1.5 1.1 1.0 43 1.6 3.8 1.7

175-190-p1

Tau12 HT7 77G7 TauAB

Fold change to Ctrl

Tau12 HT7 77G7 TauAB
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl - - - - - - - - - - - - - - - -

AD - - - ** - - - ** - - - - - - -

PSP - - ns ** - - ns ** - - - - - -

CBD - ns ** ns - ns *** ns - - - - -

PiD ns **** ns ns ns *** ns ns - - - -

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS - - - - - - - - - - - - - - - - - - - -

SI 1.0 2.0 1.2 1.0 0.721.0 2.4 1.00.740.58 - - - - -

195-209-p1
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl - - - - - - - - - - - - - - - -

AD - - - - - - - - - - - - - - -

PSP - - - - - - - - - - - - - -

CBD - - - - - - - - - - - - -

PiD - - - - - - - - - - - -

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS - - - - - - - - - - - - - - - - - - - -

SI - - - - - - - - - - - - - - -

195-209-p2
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns ns ns ** ns ns ns ns ns ns ns ns ns ns ns

AD ns ns ns **** * ** ns *** ns ns ns *** ns ns ns

PSP ns ns ns **** ns ns ns ** ns ns ** *** ns ns

CBD ns ns *** ns ns ** ** ** ns *** *** ** ns

PiD ns **** ns ns ns ** ns * ns *** * ***

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 1.0 1.1 0.901.0 1.0 3.6 1.7 1.1 1.9 1.0 1.3 1.40.820.881.0 3.7 1.4 1.9 1.0

SI 1.0 15 1.0 1.9 1.2 1.0 11 1.2 1.8 1.1 1.0 250 4.6 14 2.4

210-224-p1
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ** ns * ns *** ns ** ns * ns ns ns * ns * ns

AD ** ** ** *** ** ** ** ** * * * *** * * *

PSP ns ns ns *** ns ns ns ** ns ns * *** * ns

CBD ns *** ** ** ns *** * ** ns *** ****** *

PiD * *** ns ** ** ** ns ** ** *** ns ***

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 31 1.6 2.5 1.3 1.0 490 12 32 10 1.0 1200.661.7 2.0 1.0 500 2.9 26 1.3

SI 1.0 430 9.4 41 7.8 1.0 710 7.3 61 13 1.0220032 160 24

210-224-p2
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl - - - - - - - - - - - - - - - -

AD - - - - - - - - - - - ** - - -

PSP - - - ** - - - ** - - ns ** - -

CBD - - ** ** - - ** ** - ** ** ** -

PiD - ** ns ** - ** ns ** ** ** * *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS - - - - - - - - - - - - - - - - - - - -

SI - - - - - - - - - - 1.0 910 3.9 46 11

210-224-p3
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ** ns ns ns *** ns ns ns * ns ns ns * ns ns ns

AD ** ns ** *** ** ** ** ** * ** ** *** * * *

PSP ns ns * *** ns ns ns ** ns ns ns *** ns ns

CBD ns ******* *** ns *** ** *** ns * *** * ns

PiD ns *** ns *** * ** ns *** ns *** ns *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 7.1 1.2 3.8 0.601.0 10 1.5 1.5 1.2 1.0 4.7 1.0 0.830.501.0 20 0.320.950.44

SI 1.0 250 5.0 19 3.4 1.0 430 4.2 30 4.9 1.0290002.1 8800.0063

212-224-p1
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ns ns ns ns ns ns * ns ns ns * * * ns ns *

AD ns ** *** *** * ** ** ** ns ** ******* ** ** **

PSP ns * * *** ns ns * ** ns * ** *** ns *

CBD ns ******* ns ns **** ** ** ns ******* ** ns

PiD ns *** ns ns * ** ns ns * *** ns **

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 1.30.870.520.481.0 1.40.830.530.571.00.920.670.350.291.0 2.20.720.490.35

SI 1.0 20 2.3 2.8 2.0 1.0 44 2.1 4.1 3.2 1.0 130 5.2 11 5.2
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl *** ns ** * *** ns ** * ** ns ** ns ** * *** **

AD *** ****** *** *** *** ****** ** ** ** **** ** ** **

PSP ns ns * *** ns ns * ** ns ns * **** ** ns

CBD ns *** *** ** ns *** ** ** ns *** *** *** **

PiD ** *** ns * ** ** * ns ****** ns **

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 30 2.7 5.3 2.7 1.0 28 2.7 5.2 3.3 1.0 18 1.9 3.5 2.1 1.0 66 3.6 12 3.0

SI 1.0 430 13 47 23 1.0 470 9.9 55 32 1.0 840 15 72 25

Fold change to Ctrl
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl *** ns ** * *** ns ** * ** ns ** * ** * ** ns

AD *** ** *** *** *** ****** ** ** ** ****** ** ** **

PSP ** ns * *** ** ns ns ** * ns * **** ** ns

CBD * ****** *** ** *** ** ** ns ********** **

PiD * *** ns * ** ** * ns ** **** ns **

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 180 3.4 30 10 1.0 380 4.4 66 19 1.0 170 5.5 25 14 1.0 110 1.8 19 3.5

SI 1.0130017 150 58 1.0 970 8.0 140 70 1.0 660 6.6 58 17

225-240-p3
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl ** ns ns ns * ns ns ns ** ns ns ns ** ns ns ns

AD ** ** ** *** * * * ** * ** ** ** ** ** **

PSP ns ns ns *** ns ns ns ** ns ns * ** ns ns

CBD ns ** *** ns ns *** ** ** ns ** ** * ns

PiD ns *** ns * ** ** ns * * ** ns *

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 37 4.5 8.0 2.0 1.0 21 0.921.3 1.0 1.0 16 2.2 1.2 1.0 1.0 19 0.901.80.75

SI 1.0 340 13 32 10 1.03500 27 130 61 1.0230006101500520
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Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

Ctrl * ns ns ns ** ns ns ns * ns ns ns ** ns ns ns

AD * * * *** ** ** ** ** ns * * *** * * *

PSP ns ns * *** ns ns * ** ns ns ** *** ns ns

CBD ns ******* ** ns *** ** *** ns ****** *** ns

PiD * *** ns *** ** ** ns ** ** *** ns ***

Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD Ctrl AD PSPCBDPiD

TBS 1.0 42 3.2 3.0 0.761.0 43 0.753.10.541.0 27 5.40.730.551.0 8.2 2.3 2.4 2.3

SI 1.0150057 180 50 1.05300 91 380 140 1.01100 28 110 26
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