


[bookmark: _GoBack]Table S1. Genomic DNA sequencing of high impact mutations in common mutated genes in thyroid cancer cell lines. The genes, the exons harboring the high impact mutations found in PTC patients, and the primer sequences used are listed.


	Gene
	Exon
	Mutation
	Forward (5’-3’)
	Reverse (5’-3’)

	JMJD1C
	10
	c.3491delC
	GTGCCTCAGAGTTTACCCCA
	AGGCTGTGATGGATTGGTGG

	
	
	c.4402C>T
	GCTGCCGATACTACCAGTGT
	GTTGTGCCTGAGAACCCAGA

	
	8
	c.2203C>T
	CCAGCCCATCACCTGAAGTT
	GTTGTTGTTGCTGGTGTGCT

	
	
	c.2014A>T
	
	

	SLA
	9
	c.645_646delGA
	TCTCTACTGCCTTTTCTTCTGGC
	TCTCTTGCTGCCACCATACA

	PDZD2
	18
	c.3424_3427delACAG
	AGTCCGTACAGACACCCAGA
	AGCCATCATCCTTTCCCACTG
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