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Additional file 6:Figure S4: Confirmation of the Signature in the Testing Set. 
(a): Kaplan ‒Meier curve presenting survival in the high-risk and low-risk sets. (b): ROC analysis of the risk scores for overall prognosis prediction. The 1- (red), 3- (green), and 5-year (blue) ROC curves of the model suggested that all AUC values were over 0.90. (c): PCA plot of the lncRNA model. (d): Distribution of lncRNA model risk score and survival status of TC patients in the subgroups. (e)(f): Univariate and multivariate Cox regression analyses were applied to identify prognostic factors associated with TC.
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