Systematic analysis of the role of LDHs subtype in pan-cancer demonstrates the importance of LDHD in the prognosis of hepatocellular carcinoma patients 
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Fig. S1 Correlation between expression of LDHs family genes and overall survival of patients with different TCGA cancer types. A. Survival curve analysis between LHDA gene expression and overall survival of patients with ACC, CESC, LGG, LIHC, LUAD and PAAD; B. Survival curve analysis between LDHB gene expression and overall survival in patients with GBM, HNSC, LGG, LIHC, LUAD and SKCM; C. Survival curve analysis between LDHC gene expression and overall survival of UCEC and UVM patients; D. Survival curve analysis between LDHD gene expression and overall survival of patients with ACC, CESC, KIRC, KIRP, LUAD and UVM.
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Fig. S2 Protein expression levels of LDHA family genes in different cancer tissues and normal tissues based on the HPA database. IHC images of LDHA (A), LDHB (B), LDHC (C) and LDHD (D) in lung and lung cancer, thyroid and thyroid cancer, kidney and kidney cancer from the HPA database.
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Fig. S3 Assessment of the prognostic value of the LDHs family genes in pan-cancer patients. ROC curve analysis of LDHs family genes to assess the utility of LDHs as a prognostic marker in BRCA patients (A), COAD patients (B); HNSC patients (C); KICH patients (D), KIRC patients (E), KIRP patients (F), LUSC patients (G); READ patients (H), STAD patients(I) and THCA patients (J).
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Fig. S4 Biological functions of LDHs in pan-cancer. A. KEGG signature of LDHA in LGG, LIHC and STAD for GSEA analysis; B. GSEA analysis of KEGG features of LDHB in BRCA, HNSC, LIHC and STAD; C. GSEA analysis of KEGG features of LDHC in BRCA, KICH and STAD; D. GSEA analysis of KEGG features of LDHD in HNSC, KICH and LIHC.
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Fig. S5 Correlation of LDHs expression in pan-cancer and immune subtypes. Correlation of LDHs expression with immune subtypes in BLCA (A), BRCA (B), KIRC (C), KIRP (D), LGG (E), LIHC (F), LUAD (G), OV (H), PRAD (I), and UCEC (J).
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Fig. S6 Association between LDHs family gene expression and pan-cancer molecular subtypes. A. Correlation between LDHA expression and BRCA, HNSC, KIRP, LGG, PCPG, PRAD, STAD and UCEC molecular subtypes; B. Correlation between LDHB expression and BRCA, ESCA, HNSC, LGG, OV, PCPG and PRAD molecular subtypes; C. Correlation between LDHC expression and BRCA, HNSC, OV, PCPG, STAD and UCEC molecular subtypes; D. Correlation between LDHD expression and BRCA, COAD, ESCA, HNSC, LGG, LIHC, PRAD, STAD and UCEC molecular subtypes.
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Fig. S7 Correlation between the expression of genes of the LDHs family in pan-cancer and immune-related molecules based on the analysis of the TISIDB database. Correlation between the expression of LDHA (A), LDHB (B), LDHC (C) and LDHD (D) in pan-cancer and immune inhibitors, immune stimulators and MHC molecules in the TISIDB database.
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[bookmark: _GoBack]Fig. S8 Association between LDHD gene expression and clinicopathological features as well as immune cell infiltration in HCC. A. LDHD gene expression in HCC tissues and normal tissues; B-C. Relationship between LDHD expression levels and OS, PFS in HCC patients. Association between LDHD gene expression in HCC and age (D), gender (E), T stage (F), Histological grade (G), Pathological stage (H) and AFP (I). (J) Association between LDHD gene expression and immune cell infiltration.
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