Supplemental Table 5 The result of the SNPs annotation classification
	Type
	R01vsR02
	aavsab

	UTR_5_prime
	222
	11

	UTR_3_prime
	332
	24

	Upstream
	6,571
	433

	Synonymous-stop
	1
	0

	Synonymous-coding
	1,130
	96

	Stop-lost
	6
	0

	Stop-gained
	30
	2

	Start_lost
	2
	0

	Start_gained
	28
	0

	Splice-site-region
	88
	7

	Splice-site-donor
	1
	0

	Splice-site-acceptor
	4
	0

	Non-synonymous-coding
	808
	82

	Intron
	3,578
	285

	Intergenic
	14,310
	1,469

	Downstream
	5,296
	467

	Other
	3
	2


