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Figure S1 (A) For paired normal and tumor samples, mRNA expression levels of LOXL2 in different cancers were analyzed via the TCGA database; (B) Correlation of LOXL2 expression with clinicopathological stages of BLCA, GBMLGG, LIHC, LUAD, and UVM; *p < 0.05, **p < 0.01, and ***p < 0.001.
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Figure S2 In the TCGA database, the Kaplan-Meier methodology was used to compare the expression of LOXL2 in different cancer types.
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 Figure S3 LOXL2 expression in PC-9 and HCC-LM3 cells treated with siRNA-LOXL2, inhibitor, and control. **p < 0.01.
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