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Fig. S1 Weighted Gene Co-Expression Network Anaysis of GAC. (a) Analysis for various soft-thresholding powers. (b) Cluster diagram of
gene cluster of GAC. (c) Heatmap of the correlation between the clinical traits and modules.

Fig. S2 The survival curve of differentially expressed immune-related INCRNAs for OSin GAC.

Fig. S3 The relationship between ZFPM2-AS1 expression and infiltrating immune cells in the microenvironment of pan-cancers.

Fig. $4 Gene set enrichment anaysis of ZFPM2-AS1 in pan-cancers.

Fig. S5 Differential expression of target mMRNAs in paired GAC samples and normal samples from TCGA.

Fig. S6 The survival curve of target mMRNAsfor OSin GAC.
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Supplementary Figure 4
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Supplementary Figure 6
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