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Step4: Differential Analysis

[y Distribution Analysis
IGroup-Specific Correlation Networks

Reveal spatial co-expression relationships between top differential features:

s Spatial

" Clus Constructs separate networks for each group.

pixels
ol Bont: prvalues
Filters: [r] > 0.6 & adjusted p-value <0.01

oy default, top 20 differential features per modality (by p-value) are included.
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« Edges: Red: positive correlation, Green: negative correlation « identical node layout for direct comparison
Nodes Shapes: Triangles: metabolites, Circles: genes - indicate
« Node Colors: Feature abundance gradient (blue-low to red-high) = Node color differences reflect abundance changes
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