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Unpredictable chronic mild stress upregulates dopamine receptor expression independent of fatty acid-binding protein 7 gene deletion 
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	Regions of Interest
	FABP7+/+ nonstress
vs.
FABP7-/- nonstress
	FABP7+/+ nonstress
vs.
FABP7+/+ UCMS
	FABP7+/+ nonstress
vs.
FABP7-/- UCMS
	FABP7-/- nonstress
vs.
FABP7+/+ UCMS
	FABP7-/- nonstress
vs.
FABP7-/- UCMS
	FABP7+/+ UCMS
vs.
FABP7-/- UCMS

	Dorsal medial CPu
	0.4021
	0.0414*
	0.0462*
	0.6324
	0.6359
	>0.9999

	Dorsal lateral CPu
	0.7417
	0.0458*
	0.1116
	0.3289
	0.5461
	0.9866

	Dorsal CPu
	0.495
	0.0600
	0.1524
	0.6338
	0.8611
	0.9811

	Ventral medial CPu
	0.5077
	0.0428*
	0.0874
	0.5294
	0.7037
	0.9946

	Ventral lateral CPu
	0.7949
	0.0438*
	0.1395
	0.2744
	0.5574
	0.9657

	Ventral CPu
	0.8002
	0.0301*
	0.2521
	0.4065
	0.9455
	0.9528

	Nucleus accumbens core
	0.8022
	0.1606
	0.1055
	0.8707
	0.7414
	>0.9999

	Nucleus accumbens shell
	0.7023
	0.0352*
	0.0947
	0.553
	0.806
	0.9997

	Olfactory tract
	0.4941
	0.0339*
	0.0663
	0.748
	0.877
	>0.9999

	Substantia nigra
	0.5416
	0.1866
	0.1218
	0.9902
	0.9497
	>0.9999



Table S1. Result of Tukey’s post hoc analysis of [3H] SCH23390 binding across different regions of interest in male FABP7+/+ and FABP7-/- under control versus stress paradigm. *p < 0.05




	Regions of Interest
	FABP7+/+ nonstress
vs.
FABP7-/- nonstress
	FABP7+/+ nonstress
vs.
FABP7+/+ UCMS
	FABP7+/+ nonstress
vs.
FABP7-/- UCMS
	FABP7-/- nonstress
vs.
FABP7+/+ UCMS
	FABP7-/- nonstress
vs.
FABP7-/- UCMS
	FABP7+/+ UCMS
vs.
FABP7-/- UCMS

	Dorsal medial CPu
	0.8737
	0.8343
	0.9164
	0.9998
	0.9997
	0.9981

	Dorsal lateral CPu
	0.9961
	0.9174
	0.4314
	0.9745
	0.5607
	0.8028

	Dorsal CPu
	0.9618
	0.4758
	0.2258
	0.7685
	0.4608
	0.9494

	Ventral medial CPu
	0.9278
	0.8984
	0.9516
	0.9998
	0.9999
	0.9988

	Ventral lateral CPu
	>0.9999
	0.9932
	0.9994
	0.9961
	0.9999
	0.9989

	Ventral CPu
	0.9884
	0.4668
	0.649
	0.2954
	0.4583
	0.9938

	Nucleus accumbens core
	0.8993
	0.5318
	0.7758
	0.9084
	0.9922
	0.9825

	Nucleus accumbens shell
	0.8185
	0.4788
	0.932
	0.9389
	0.4789
	0.2047

	Olfactory tract
	0.3334
	0.0471*
	0.2574
	0.7434
	0.9967
	0.8646



Table S2. Result of Tukey’s post hoc analysis of [3H] Spiperone binding across different regions of interest in male FABP7+/+ and FABP7-/- under control versus stress paradigm. *p < 0.05

