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Figure S1. Effect of SR and CBD on cell viability (MTT assay) (A) and cell proliferation (BrdU incorporation
assay) (B) in MCF7 and MDA-MB-231 cell lines, treated as indicated for 24h or 48h. Data are expressed as
mean + SD of at least three independent experiments. *p < 0.05, **p < 0.01, ***p < 0.005 vs. control.
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Figure S2. Cell proliferation assay performed in MRC5 cells treated with vehicle, SR or CBD for 24h or 48h.
Data are expressed as mean % SD of at least three independent experiments. *p < 0.05, **p < 0.01, ***p <
0.005 vs. control.
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Figure S3. Quantification of human growth factors secreted in culture medium from MDA-MB-231 cells
treated for 24h with SR, CBD (A, B) or CM from MRC5 (untreated or treated with SR or CBD for 24h as
indicated) (C, D). Histograms represent densitometric analyses of the spots produced by antibody-target
analyte complexes formed on the membrane array. Data are expressed as mean * SD of three independent
experiments. *p < 0.05, **p < 0.01, ***p < 0.005 vs. untreated basal Ctr; # p < 0.05, ## p < 0.01 vs untreated
control (C) from CM.
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Figure S4. Quantification of human growth factors secreted in culture medium from MRC5 cells treated for
24h with SR (A), CBD (B) or CM from MDA-MB-231 untreated or treated with SR or CBD for 24h as indicated
(C and D, respectively). Histograms represent densitometric analyses of the spots produced by antibody-
target analyte complexes formed on the membrane array. Data are expressed as mean * SD of three
independent experiments. *p < 0.05, **p < 0.01, ***p < 0.005 vs. untreated basal Ctr; # p < 0.05, ## p <0.01,
#iH# p < 0.005 vs untreated control (C) from CM.



