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Supplementary Table 1 Reference cohort definition 
	Inclusion
	- recorded episode of breast cancer (ICD-10 code C50, excluding Stage 0 disease (Paget’s)), or high-grade DCIS (ICD-10 code D051, grades G3, G4, and GH only).
- diagnosed between 01-01-2021 and 31-12-2021
- Treating hospital recorded under an NHS trust participating in the programme

	Age
	Recorded age at diagnosis 

	IMD quintile
	Recorded IMD quintile

	Triple Negative Status
	Yes
	ER, PR, and HER2 hormone receptor all negative

	
	No
	ER, PR, and HER2 hormone receptors all positive, or mixture of hormone receptor positive and negative

	
	Unknown
	Data from at least one hormone receptor is missing

	Breast Cancer Status
	Primary
	Single breast cancer reported (Stage 1-3 or no stage data available), no data on recurrence
OR
Multiple breast cancer reported  (Stage 1-3 or no stage data available, no data on recurrence, does not meet definition for bilateral) with first instance of BC within reference year

	
	Bilateral
	Two breast cancers reported, one in left breast and one in right breast (Stage 1-3 or no stage data available), no data on recurrence

	
	Known recurrence
	Breast cancer with date of first recurrence recorded (Stage 1-3 or no stage data available)
OR
Multiple breast cancer reported  (Stage 1-3 or no stage data available, no data on recurrence, does not meet definition for bilateral) with first instance of BC prior to reference year

	
	Metastatic
	Breast cancer of stage 4 reported






Supplementary Table 2: Germline pathogenic variants identified in High Penetrance (HP-) and Intermediate Penetrance (IP-) Breast Cancer Susceptibility Genes(BCSGs) based on pathology adjusted Manchester Score. 
	Pathology-adjusted Manchester score
	All genes
	HP-BCSGs
	IP-BCSGs

	
	n
	gPVs identified
	Pick up rate
	gPVs identified
	Pick up rate
	gPVs identified
	Pick up rate

	<3
	984
	24
	2.4%
	8
	0.8%
	16
	1.6%

	3 to 7
	1376
	42
	3.1%
	31
	2.3%
	11
	0.8%

	<7
	2129
	55
	2.6%
	30
	1.4%
	25
	1.2%

	7 to 11 
	821
	50
	6.1%
	38
	4.6%
	12
	1.5%

	12 to 14
	251
	29
	11.6%
	24
	9.6%
	5
	2.0%

	15 to 19
	201
	17
	8.5%
	15
	7.5%
	2
	1.0%

	20+ 
	115
	15
	13.0%
	15
	13.0%
	0
	0.0%



Supplementary Table 3: Age and IMD quintile distributions in survey respondents compared with the BC reference cohort 
	Category
	BC reference cohort
	Survey Respondents
	p-value

	
	Percent
	n
	Percent
	

	Age group
	Less than 40
	6.47
	9
	1.51
	<0.001

	
	  <49
	21.79
	83
	15.44
	

	
	50-59
	26.82
	147
	24.66
	

	
	60-69
	23.52
	172
	28.86
	

	
	70 and over
	27.87
	185
	31.04
	

	IMD quintile
	1 (Most deprived)
	13.3
	32
	5.44
	<0.001

	
	2
	26.96
	106
	18.03
	

	
	3
	23.82
	123
	20.92
	

	
	4
	19.29
	140
	23.81
	

	
	5 (Least deprived)
	16.63
	187
	31.8
	

	
	Total
	100
	588
	100
	



