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protein binding   

              DNA binding

            calcium ion binding

             protease binding

 serine−type endopeptidase inhibitor activity

  extracellular matrix structural constituent

     protein heterodimerization activity

         ron−sulfur cluster binding

      endopeptidase inhibitor activity

      2 iron, 2 sulfur cluster binding

    structural constituent of chromatin

  voltage−gated calcium channel activity

 NADH dehydrogenase (ubiquinone) activity

       NADH dehydrogenase activity

 oxidoreductase activity, acting on NAD(P)H
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                                  magnesium ion binding

                                     catalytic activity

                              glutathione transferase activity

                                   transferase activity

                             protein homodimerization activity

                           structural constituent of cytoskeleton

                       cysteine−type endopeptidase inhibitor activity

                                 oxidoreductase activity

                                  actin filament binding

                                 manganese ion binding

                                      lyase activity

                                    hydrolase activity

                                   glutathione binding
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                         extracellular region
                             cytoplasm

                              cytosol
                         extracellular space

                               axon
                            microtubule
                            peroxisome

                           myelin sheath
                              cell body

                          ruffle membrane
                               ruffle

                             perikaryon
                         cornified envelope

                     site of double−strand break
                           apical dendrite

                   zona pellucida receptor complex
                  chaperonin−containing T−complex

                       Arp2/3 protein complex
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                              membrane

                    integral component of membrane

                         endoplasmic reticulum

                    endoplasmic reticulum membrane

                          extracellular region

                     mitochondrial inner membrane

                                Z disc

                              sarcolemma

                         sarcoplasmic reticulum

                      endoplasmic reticulum lumen

                             nucleosome

                           respiratory chain

                          myosin II complex

                            myosin filament

                 mitochondrial respiratory chain complex I
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