Cannabis Control Mean diff. Weight

Study N Mean sD N Mean SD with 95% CI (%)
Guzel, et al. 2017 40 107.7 107.7 40 27.8 99.29 — i — 79.90 [ 34.50, 125.30] 26.25
Oriim, et al. 2020 56 103.49 103.49 56 30.78 107.9 —— 72.71[33.55, 111.87] 35.29
Fridman, et al. 2023 34 91.38 91.38 110 36.35 99.31 — ] 55.03[17.52, 92.54] 38.46
Overall ~i— 67.80[44.54, 91.06]

Heterogeneity: T° = 0.00, I* = 0.00%, H’ = 1.00
Testof 6 = 6; Q(2) = 0.78, p = 0.68
Testof®6=0:2=5.71,p=0.00
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Figure S1. Forest plot of the overall result (PLR)



Cannabis Control Mean diff.

Weight
Study N Mean SD N Mean SD with 95% CI (%)
Guzel,etal. 2017 40 7.18 84 40 851 164 —— -1.33[-1.90, -0.76] 32.79

Orim, et al. 2020 56 791 191 56 752 1.14 —— 039[-0.19, 0.97] 3264

Fridman, etal. 2023 34 933 97 110 938 1.1 —i -0.05[-0.46, 0.36] 34.57
Overall -0.33[-1.32, 0.67]

Heterogeneity: 1° = 0.70, I’ = 90.98%, H” = 11.08
Test of 8 = 6;: Q(2) = 19.26, p = 0.00
Testof 8=0:z=-064,p=0.52

Random-effects REML model

Figure S2. Forest plot of the overall result (MPV)



Cannabis Control Mean diff. Weight
Study N Mean SD N Mean SD with 95% ClI (%)
Guzel, et al. 2017 40 261.32 57.89 40 240.15 57.08 L 2117 [ -4.02, 46.36] 24.50
Orlim, et al. 2020 56 249.68 68.54 56 24542 49.96 Hil— 426[-17.95, 26.47] 31.51
Fridman, et al. 2023 34 232,79 444 110 234.41 50.16 t -1.62[-20.42, 17.18] 44.00
Overall 5.82[ -6.65, 18.28]
Heterogeneity: 1° = 0.00, I° = 0.00%, H’ = 1.00
Testof 8 =6;: Q(2) =2.05, p=0.36
Testof86=0:z2=0.91,p=0.36
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Figure S3. Forest plot of the overall result (Platelet count)



Cannabis Control Mean diff. Weight
Study N Mean SD N Mean SD with 95% ClI (%)
Guzel, et al. 2017 40 537 191 40 439 125 —ll— 098] 027, 169] 3194
Goetz, et al. 2019 18 46 18 18 45 19 0.10[ -1.11, 1.31] 12.22
Oriim, et al. 2020 56 579 276 56 471 17 ———— 1.08[ 023, 1.93] 23.31
Fridman, etal. 2023 34 4.91 1.75 110 4.58 1.84 ——— 0.33[-0.37, 1.03] 32.53
Overall - 0.68[ 0.25, 1.12]
Heterogeneity: 1° = 0.02, I’ = 12.23%, H = 1.14
Test of 8; = 6;; Q(3) = 3.39, p = 0.34
Testof8=0:z=23.07,p=0.00
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Random-effects REML model

Figure S4. Forest plot of the overall result (Neutrophil count)



Cannabis Control Mean diff. Weight
Study N Mean SD N Mean SD with 95% CI (%)
Guzel, et al. 2017 40 252 65 40 254 .65 —-—— -0.02[-0.30, 0.26] 29.14
Goetz, et al. 2019 18 22 5 18 2 7 L 0.20[-0.20, 0.60] 14.98
Oriim, et al. 2020 56 248 62 56 25 .78 —B— -0.02[-0.28, 0.24] 34.73
Fridman, etal. 2023 34 277 .76 110 261 .9 — 1 0.16[-0.17, 0.49] 21.15
Overall . 0.05[-0.10, 0.20]
Heterogeneity: 1° = 0.00, I = 0.00%, H* = 1.00
Test of 8 = 6;: Q(3) = 1.47, p=0.69
Testof 8 =0:z=0.65, p=0.52
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Random-effects REML model

Figure S5. Forest plot of the overall result (Lymphocyte count)



Cannabis Control Mean diff. Weight
Study N Mean SD N Mean SD with 95% ClI (%)
Guzel, et al. 2017 40 875 226 40 7.64 159 —l— 1.11[ 025, 197] 3247
Goetz, et al. 2019 18 7.7 2 18 72 241 L 0.50[-0.84, 1.84] 13.27
Oriim, et al. 2020 56 931 32 56 805 174 —l—1.26[ 0.31, 2.21] 26.16
Fridman, etal. 2023 34 8.75 1.83 110 8.17 254 L 0.58[-0.34, 1.50] 28.09
Overall ~ll 0.92[ 043, 1.41]

Heterogeneity: 1° = 0.00, I’ = 0.00%, H* = 1.00

Testof B; =6;: Q(3) = 1.58, p = 0.66
Testof8=0:z=3.69,p=0.00

Random-effects REML model

Figure S6. Forest plot of the overall result (White blood cell count)



Cannabis Control Mean diff. Weight

Study N Mean SD N Mean SD with 95% ClI (%)
Guzel, et al. 2017 40 6 2 40 51 13 0.09[ 0.02, 0.16] 50.25
Goetz, et al. 2019 18 .62 24 18 .55 A2 m 0.07 [-0.05, 0.19] 18.91
Oriim, et al. 2020 56 .72 33 56 55 17 0.17[ 0.07, 0.27] 30.13
Fridman, etal. 2023 34 .97 1.33 110 1.04 1.79 -0.07[-0.72, 0.58] 0.71
Overall 2 0.11[ 0.05, 0.16]
Heterogeneity: 1° = 0.00, I” = 3.60%, H’ = 1.04
Test of 8; = 6;: Q(3) = 2.44, p = 0.49
Testof 8=0:z=3.91,p=0.00

r T T

Random-effects REML model

Figure S7. Forest plot of the overall result (Monocyte count)



Cannabis Control Mean diff. Weight

Study N Mean SD N Mean SD with 95% ClI (%)
Guzel, etal. 2017 40 .08 .03 40 A0 12 B -0.02 [ -0.06, 0.02] 7.68
Goetz, etal. 2019 18 15 .13 18 .16 .12 -0.01[-0.09, 0.07] 1.69
Orim, etal. 2020 56 .08 .03 56 .08 .03 I 0.00[-0.01, 0.01] 90.63
Overall -0.00 [ -0.01, 0.01]

Heterogeneity: 7 = 0.00, I* = 0.09%, H* = 1.00
Test of 8 = 6 Q(2) = 1.01, p = 0.60
Testof 8=0:z=-0.31,p=0.75

-1 -.05 0 .05 A
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Figure S8. Forest plot of the overall result (Basophil count)



Cannabis Control Mean diff. Weight

Study N Mean SD N Mean SD with 95% CI (%)
Guzel, etal. 2017 40 .16 .12 40 22 .33 O -0.06[-0.17, 0.05] 35.49
Orim, etal. 2020 56 21 A1 56 18 A7 —l— 003[-002, 0.08] 6451
Overall el _0.00 [ -0.09, 0.08]
Heterogeneity: 7° = 0.00, I = 52.91%, H = 2.12
Testof 6 = 8; Q(1) =2.12, p = 0.15
Testof 6=0:z=-0.05, p=0.96
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Figure S9. Forest plot of the overall result (Eosinophil count)



Cannabis Control Mean diff. Weight
Study N  Mean SD N Mean SD with 95% ClI (%)
Guzel, et al. 2017 40 556.86 170.11 40 415.06 109.77 +—l— 141.80[ 79.06, 204.54] 33.32
Oriim, et al. 2020 56 582.92 305.11 56 462.37 108.89 ——M——12055[ 35.70, 205.40] 27.99
Fridman, etal. 2023 34 41263 102.24 110 411.34 102.55 —jl— 1.29[-38.12, 40.70] 38.70
Overall ——ee 81.48[ 5.92, 157.04]
Heterogeneity: T° = 3436.65, I” = 78.59%, H’ = 4.67
Test of B = 6;: Q(2) = 16.74, p = 0.00
Testof 8=0:z2=2.11,p=0.03
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Figure S10. Forest plot of the overall result (Systemic immune-inflammation index (SII))



Cannabis Control
Study N Mean SD N Mean

SD

Mean diff. Weight
with 95% CI (%)

Guzel, etal. 2017 40 .03 .05 40 .04
Goetz, etal. 2019 18 .07 .26 18 .08
Orim, etal. 2020 56 .03 .05 56 .03
Overall

Heterogeneity: 7 = 0.00, I” = 0.00%, H® = 1.00
Test of 8 = 6 Q(2) = 0.12, p = 0.94

Testof 6=0:z=-0.11, p=0.91

Random-effects ML model
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-0.01[-0.15, 0.13] 1.24
0.00[-0.02, 0.02] 91.11

-0.00 [ -0.02, 0.02]

Figure S11. Forest plot of the overall result (Basophile to lymphocyte ratio (BLR))



Cannabis Control Mean diff. Weight

Study N Mean SD N Mean SD with 95% ClI (%)
Guzel, et al. 2017 40 .24 31 40 2 2 0.04[-0.07, 0.15] 54.39
Goetz, et al. 2019 18 .28 48 18 .28 A7 0.00[-0.24, 0.24] 12.85
Oriim, et al. 2020 56 .29 53 66 .22 22 0.07[-0.08, 0.22] 31.48
Fridman, etal. 2023 34 .35 1.75 110 4 1.99 -0.05[-0.79, 0.69] 1.28
Overall L 4 0.04 [ -0.04, 0.13]

Heterogeneity: 1° = 0.00, I” = 0.00%, H’ = 1.00
Test of 0, = 0;: Q(3) = 0.31, p = 0.96
Testof 8=0:z=1.00,p=0.32

Random-effects ML model

Figure S12. Forest plot of the overall result (Monocyte to lymphocyte ratio (MLR))



