
Position along 16S rRNA gene : 330-810 Position along gyrA gene : 350-850

Bacillus megaterium
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GCF_002577645.1
GCF_000025805.1
GCF_000025825.1
GCF_000225265.1
GCF_000334875.3
GCF_000746935.1
GCF_000764085.1
GCF_000832985.1
GCF_000876465.1
GCF_001029885.1
GCF_001050455.1
GCF_001238505.1
GCF_001541965.1
GCF_001593805.1
GCF_001640745.1
GCF_001937775.1
GCF_002009195.1
GCF_002550995.1
GCF_002551875.1
GCF_002552135.1
GCF_002552565.1
GCF_002552835.1
GCF_002552955.1
GCF_002557935.1
GCF_002558155.1
GCF_002558805.1
GCF_002559285.1
GCF_002559475.1
GCF_002560595.1
GCF_002560705.1
GCF_002561015.1
GCF_002561125.1
GCF_002561515.1
GCF_002562195.1
GCF_002562515.1
GCF_002564705.1
GCF_002564755.1
GCF_002565155.1
GCF_002565335.1
GCF_002565535.1
GCF_002566025.1
GCF_002566035.1
GCF_002566285.1
GCF_002566345.1
GCF_002566435.1
GCF_002566965.1
GCF_002566985.1
GCF_002567045.1
GCF_002567075.1
GCF_002567645.1
GCF_002568195.1
GCF_002568305.1
GCF_002570645.1
GCF_002570715.1
GCF_002571125.1
GCF_002574105.1
GCF_002574795.1
GCF_002574835.1
GCF_002575285.1
GCF_002575465.1
GCF_002575685.1
GCF_002575735.1
GCF_002576235.1
GCF_002576315.1
GCF_002576505.1
GCF_002576935.1
GCF_002577015.1
GCF_002577035.1
GCF_002577555.1
GCF_002583135.1
GCF_002584405.1
GCF_002585805.1
GCF_002586045.1
GCF_002586445.1
GCF_002871835.1
GCF_003072605.2
GCF_003074515.1
GCF_003075235.1
GCF_003075275.1
GCF_003075295.1
GCF_003382345.1
GCF_003688675.1
GCF_004150295.1
GCF_004803605.1
GCF_005048835.1
GCF_006094495.1
GCF_006385935.1
GCF_007674145.1
GCF_007678145.1
GCF_007678435.1
GCF_007923065.1
GCF_008693225.1
GCF_009497655.1
GCF_009911775.1
GCF_011058275.1
GCF_012926555.1
GCF_013146705.1
GCF_013389435.1
GCF_013458535.1
GCF_014892475.1
GCF_015354485.1
GCF_015582655.1
GCF_015643545.1
GCF_017086525.1
GCF_017086545.1
GCF_017086565.1
GCF_017352315.1
GCF_017798265.1
GCF_019037025.1
GCF_019038045.1
GCF_019193015.1
GCF_019281975.1
GCF_019748595.1
GCF_020179075.1
GCF_020251185.1
GCF_900445445.1
GCF_900445485.1
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Position along 16S rRNA gene : 330-810 Position along gyrA gene : 350-850

Bacillus anthracis
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GCF_000007845.1
GCF_000008165.1
GCF_000008445.1
GCF_000021445.1
GCF_000022865.1
GCF_000167235.1
GCF_000167255.1
GCF_000167275.1
GCF_000167295.1
GCF_000167315.1
GCF_000167335.1
GCF_000181675.2
GCF_000181835.1
GCF_000181915.1
GCF_000181935.1
GCF_000181995.1
GCF_000182055.1
GCF_000219895.1
GCF_000258885.1
GCF_000278385.1
GCF_000295695.2
GCF_000319715.1
GCF_000512775.2
GCF_000512835.2
GCF_000534935.2
GCF_000558965.1
GCF_000558985.1
GCF_000559005.1
GCF_000583105.1
GCF_000697555.1
GCF_000725325.1
GCF_000732465.1
GCF_000740925.2
GCF_000742315.1
GCF_000742655.1
GCF_000742695.1
GCF_000742875.1
GCF_000742895.1
GCF_000743805.1
GCF_000743825.1
GCF_000782875.1
GCF_000782885.1
GCF_000782895.1
GCF_000782905.1
GCF_000782955.1
GCF_000782975.1
GCF_000782995.1
GCF_000783015.1
GCF_000783035.1
GCF_000783055.1
GCF_000783075.1
GCF_000783095.1
GCF_000783115.1
GCF_000783135.1
GCF_000783155.1
GCF_000783165.1
GCF_000783195.1
GCF_000783215.1
GCF_000783235.1
GCF_000793525.1
GCF_000793545.1
GCF_000793565.1
GCF_001015025.1
GCF_001029875.1
GCF_001272985.1
GCF_001273005.1
GCF_001273025.1
GCF_001273045.1
GCF_001273065.1
GCF_001273085.1
GCF_001273105.1
GCF_001273125.1
GCF_001273145.1
GCF_001276995.1
GCF_001277085.1
GCF_001277955.1
GCF_001543225.1
GCF_001654475.1
GCF_001677295.1
GCF_001677305.1
GCF_001683065.1
GCF_001683095.1
GCF_001683135.1
GCF_001683155.1
GCF_001683175.1
GCF_001683195.1
GCF_001683215.1
GCF_001683235.1
GCF_001683255.1
GCF_001683275.1
GCF_001683295.1
GCF_001758315.1
GCF_001835485.1
GCF_001883885.1
GCF_001883895.1
GCF_001936375.1
GCF_001990245.1
GCF_002007035.1
GCF_002019425.1
GCF_002024565.1
GCF_002025265.1
GCF_002025275.1
GCF_002025335.1
GCF_002025395.1
GCF_002208785.1
GCF_002277915.1
GCF_002356575.1
GCF_002525685.1
GCF_002525695.1
GCF_002525705.1
GCF_002525715.1
GCF_002525765.1
GCF_002525775.1
GCF_002525785.1
GCF_002550475.1
GCF_002566425.1
GCF_002570225.1
GCF_002896635.1
GCF_002896655.1
GCF_002896695.1
GCF_002980615.3
GCF_003063925.1
GCF_003063945.1
GCF_003063965.1
GCF_003063985.1
GCF_003064005.1
GCF_003064015.1
GCF_003064045.1
GCF_003064085.1
GCF_003227955.1
GCF_003335125.1
GCF_003345105.1
GCF_003367985.1
GCF_003368005.1
GCF_003410255.1
GCF_003410355.1
GCF_004328845.1
GCF_006088855.1
GCF_006742565.1
GCF_009669025.1
GCF_009669045.1
GCF_009669065.1
GCF_009669105.1
GCF_009669125.1
GCF_009669135.1
GCF_009669205.1
GCF_009669225.1
GCF_009669235.1
GCF_009669265.1
GCF_009669275.1
GCF_009806595.1
GCF_009806615.1
GCF_009806635.1
GCF_009806655.1
GCF_009806675.1
GCF_009806695.1
GCF_009831485.1
GCF_009831545.1
GCF_009831565.1
GCF_009831645.1
GCF_009831675.1
GCF_009872715.1
GCF_009872795.1
GCF_009872805.1
GCF_009872895.1
GCF_009872955.1
GCF_009872975.1
GCF_012273315.1
GCF_012273335.1
GCF_012273355.1
GCF_012273375.1
GCF_013349165.1
GCF_013349185.1
GCF_013349245.1
GCF_014249775.1
GCF_014903775.1
GCF_016484445.1
GCF_016484455.1
GCF_017813805.1
GCF_017813815.1
GCF_017813825.1
GCF_017813875.1
GCF_017813915.1
GCF_017813925.1
GCF_017813975.1
GCF_017813995.1
GCF_017814005.1
GCF_017814035.1
GCF_017814055.1
GCF_017814075.1
GCF_017814095.1
GCF_017814105.1
GCF_017814115.1
GCF_017814175.1
GCF_017814195.1
GCF_017814215.1
GCF_017814225.1
GCF_017814255.1
GCF_017814285.1
GCF_017814305.1
GCF_017814325.1
GCF_017814355.1
GCF_017814375.1
GCF_017814385.1
GCF_017814405.1
GCF_017814475.1
GCF_017814495.1
GCF_017814515.1
GCF_017814535.1
GCF_017814555.1
GCF_017814565.1
GCF_017963425.1
GCF_017963435.1
GCF_017963445.1
GCF_018222265.1
GCF_019693235.1
GCF_020686345.1
GCF_021014295.1
GCF_900011745.1
GCF_900013465.1
GCF_900013475.1
GCF_900013485.1
GCF_900014335.1
GCF_900014345.1
GCF_900014355.1
GCF_900014365.1
GCF_900014375.1
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