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Supplementary Figure S1: Phylogenetic tree of 404 Pseudomonas aeruginosa isolates based on VNTR profiles (9 loci). Isolates are labelled
with unique AHPa identifiers. The inner colour strip indicates source and isolation class (dark red = possible clinical invasive; light red = clinical

non-invasive; green = environmental). The outer colour strip indicates year of collection (2016 - 2024). Clusters 1 to 5 of identical VNTR profiles are labelled.



