Supplemental Figure 1. LocusZoom plots of each locus in different populations. Note: Only concordant variants were plotted.
Supplemental Figure 2: Manhattan plots of gene-based analyses. A: 1kg-EUR-like; B: 1kg-AFR-like; C: 1kg-AMR-like; D: meta-analysis of 1kg-AFR-like and 1kg-EUR-like; E: meta-analysis of 1kg-EUR-like and 1kg-AMR-like; F: meta-analysis of 1kg-AFR-like, 1kg-EUR-like, and 1kg-AMR-like.
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