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Supplementary Figure 1. Manhattan and quartile-quartile (QQ) plots for ancestry 
stratified inverse-variance weighted meta-analysis results. Manhattan plots show 
the -log10(p-value) (y-axis) of each meta-analyzed SNP vs their genomic coordinate 
(x-axis). Genome wide significance, -log10(5e-8), is marked by a red horizontal line. 
QQ plots are displayed in the lower half of the figure.
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Supplementary Figure 2.1. Locus plots for loci significantly associated with thyroid cancer but not benign nodular goiter. 
The left plot displays -log10(p-values) for variants from thyroid cancer meta-analysis, the right plot displays -log10(p-values) 
for variants within the same genomic region from the benign nodular goiter meta-analysis. The lead variant is shown with a 
purple diamond. Genome wide significance is indicated by the dashed horizontal line at -log10(5e-8). 
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Supplementary Figure 2.2. Locus plots for loci significantly associated with benign nodular goiter but not thyroid cancer.  
The left plot displays -log10(p-values) for variants from thyroid cancer meta-analysis, the right plot displays -log10(p-values) 
for variants within the same genomic region from the benign nodular goiter meta-analysis. The lead variant is shown with  
a purple diamond. Genome wide significance is indicated by the dashed horizontal line at -log10(5e-8).
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Supplementary Figure 2.3. Locus plots for loci significantly associated with both benign and malignant thyroid nodules.  
The left plot displays -log10(p-values) for variants from thyroid cancer meta-analysis, the right plot displays -log10(p-values) 
for variants within the same genomic region from the benign nodular goiter meta-analysis. The lead variant is shown with a 
purple diamond. Genome wide significance is indicated by the dashed horizontal line at -log10(5e-8).
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Supplementary Figure 3.1. Locus plots for loci significantly associated with Graves’ disease but not hypothyroidism. The left 
plot displays -log10(p-values) for variants from the Graves’ disease meta-analysis, the right plot displays -log10(p-values) 
for variants within the same genomic region from the hypothyroidism meta-analysis. The lead variant is shown with a purple 
diamond. Genome wide significance is indicated by the dashed horizontal line at -log10(5e-8). 
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Supplementary Figure 3.2. Locus plots for loci significantly associated with both Graves’ disease and hypothyroidism.  
The left plot displays -log10(p-values) for variants from the Graves’ disease meta-analysis, the right plot displays  
-log10(p-values) for variants within the same genomic region from the hypothyroidism meta-analysis. The lead variant is
shown with a purple diamond. Genome wide significance is indicated by the dashed horizontal line at -log10(5e-8).
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